Web Fig B - Supplementary material for “Association of genes to genetically inherited diseases using data mining”,
Perez-Iratxeta et al. Nature Genetics (2002)

Web Figure B. Size distribution of the chromosomal regions associated to diseases .
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Size distribution of the chromosomal regions associated to diseases and relative position of the
corresponding disease related gene for the 100-disease benchmark. Blue bars: the disease gene was inside
the region as described by the current cytogenetic map. Red bars: the disease gene was out of the region.
Most cases (11 out of 12) were in regions of less than 10Mb.
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