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Recent patents in computational biology
Patent number Description Assignee Inventor Date

US 8,883,160 Compositions and methods of use of dock-and-lock (DNL) 
complexes, comprising at least two copies of a dimerization 
and docking domain (DDD) moiety and at least one copy of 
an anchoring domain (AD) moiety. In preferred embodiments, 
the DDD moiety comprises the amino acid sequence of a 
dimerization and docking domain from a human protein 
kinase A regulatory subunit protein, whereas the AD moiety 
comprises the amino acid sequence of an anchoring domain 
from an AKAP (A-kinase anchoring protein). Useful for the 
prediction of protein function as well as the reconstruction of 
evolutionary genesis employing sequence comparison.

IBC Pharmaceuticals  
(Morris Plains, NJ, USA)

Chang C-H, Goldenberg DM 11/11/2014

US 8,805,761 A computer-implemented generative method that can 
discover all Markov boundaries from a data sample drawn 
from a distribution. It can be instantiated to discover all and 
only Markov boundaries independent of data distribution 
and has been tested with simulated and resimulated data 
and then applied to (i) identify the set of maximally accurate 
and nonredundant molecular signatures and to (ii) discover 
Markov boundaries in datasets from several application 
domains including but not limited to: biology, medicine, 
economics, ecology, digit recognition, text categorization and 
computational biology.

Statnikov A, Aliferis K Statnikov A, Aliferis K 8/12/2014

US 8,679,747 Devices and methods that can detect and control an 
individual polymer in a mixture acted upon by another 
compound, for example, an enzyme, in a nanopore in the 
absence of requiring a terminating nucleotide. They are also 
used to determine rapidly (about >50 Hz) the nucleotide 
base sequence of a polynucleotide under feedback control 
or using signals generated by the interactions between 
the polynucleotide and the nanopore. Of particular use in 
the fields of drug discovery, molecular biology, structural 
biology, cell biology, molecular switches, molecular circuits 
and molecular computational devices, and the manufacture 
thereof. 

The Regents of the University 
of California (Oakland, CA, 
USA)

Olasagasti F, Lieberman K, 
Benner S, Akeson MA

3/25/2014

US 8,500,982 Devices and methods that can detect and control an 
individual polymer in a mixture acted upon by another 
compound, for example, an enzyme, in a nanopore. They are 
also used to determine rapidly (about >50 Hz) the nucleotide 
base sequence of a polynucleotide under feedback control 
or using signals generated by the interactions between the 
polynucleotide and the nanopore. Of particular use in the 
fields of molecular biology, structural biology, cell biology, 
molecular switches, molecular circuits and molecular 
computational devices, and the manufacture thereof.

The Regents of the University 
of California (Oakland, CA, 
USA)

Akeson MA, Deamer DW, 
Dunbar WB, Wilson NA, 
Lieberman K

8/6/2013

US 8,314,209 Methods for the synthesis of polymers from monomers, 
in particular, the synthesis of polynucleotides from 
mononucleotides in the absence of catalytic enzymes, 
comprising providing an aqueous solution having a plurality 
of phospholipid molecules and monomer molecules; 
subjecting the aqueous solution to fluctuating temperature 
conditions; subjecting the aqueous solution to fluctuating 
cycles of drying and hydrating conditions; subjecting 
the aqueous solution to fluctuating [H+] conditions; the 
fluctuating conditions thereby allowing formation of a 
chemical bond between at least two monomers to create a 
polymer. Of particular use in the fields of molecular biology, 
structural biology, cell biology, molecular switches, molecular 
circuits and molecular computational devices, and the 
manufacture thereof.

The Regents of the University 
of California (Oakland, CA, 
USA)

Rajamani S, Olasagasti F, 
Deamer DW, Benner S,

11/20/2012

Source: US Patent and Trademark Office (http://www.uspto.gov); European Patent Office (http://www.epo.org). 
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