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In April 2012, your journal published a study by Loman et al.1 that systematically compared desktop next-generation sequencers (NGS) from three instrument providers. Using the custom scripts supplied by the authors, the same software and the same draft genome (with 153 remaining gaps within several scaffolds) as the reference, we reproduced their results with their data of the enterohemorrhagic Escherichia coli (EHEC) strain found in the 2011 outbreak in Germany. However, we wish to bring readers' attention to some shortcomings in the report from Loman et al.1, focusing particularly on its discussion of read-level error analysis.
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Change history
	27 June 2013
In the version of this article initially published, the email address for D.H. should have been dharmsen@uni-muenster.de, not dahrmsen@uni-muenster.de. In addition, the sentence on page 295, “Unfortunately, the authors did not supply a repository with raw sequence data along with all applied software parameters and scripts” has been corrected to read “Unfortunately, the authors did not supply a repository with all applied software parameters and scripts, as this is not currently a requirement for publication.” These errors have been corrected in the HTML and PDF versions of the article.


	01 December 2013
Nat. Biotechnol. 31, 294–296 (2013); doi:10.1038/nbt.2522; published online 5 April 2013; corrected after print 27 June 2013 In the version of this article initially published, the email address for D.H. should have been dharmsen@uni-muenster.de, not dahrmsen@uni-muenster.de. In addition, the sentence on page 295, “Unfortunately, the authors did not supply a repository with raw sequence data along with all applied software parameters and scripts” has been corrected to read “Unfortunately, the authors did not supply a repository with all applied software parameters and scripts, as this is not currently a requirement for publication.
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