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Recent patent applications in DNA sequencing

Patent number Description Assignee Inventor
Priority  

application date
Publication 

date

WO 2013119770 A method for data analysis of DNA sequences, involving  
electronically receiving sequence data. The sequence data are 
associated with reference data sequences to identify a transgene 
flanking sequence. A genome is searched for insertion sites of the 
transgene flanking sequence. The genome and the insertion sites 
within the genome are annotated when the insertion sites are 
found during the searching process.

Dow Agrosciences 
(Indianapolis, IN, 
USA)

Cao Z, Elango N, 
Muthuranman KN, 
Sastry-Dent L,  
Sriram S

2/8/2012 8/15/2013

WO 2013119784 A method for sequencing DNA by hybridizing probes to a target 
single-stranded DNA (ssDNA), involving: (i) hybridizing several 
oligonucleotide probes; (ii) (iia) assessing the presence of the 
probe sequence in the ssDNA target by determining probe  
location on the target ssDNA, (iib) achieving resolution of probe 
location, and (iic) reiterating the determining of the probe  
location on the target ssDNA by translocating the ssDNA back and 
forth through the nanopore by several translocations; and  
(iii) repeating the hybridizing and determining steps with each 
probe of several probes.

Brown University 
(Providence, RI, 
USA)

Ling XS 2/8/2012 8/15/2013

US 20130204861 A method for finding the nearest neighbor in a database by 
branch-and-bound search, involving pruning nodes based on a 
child node of the node, the query point and the lower-bound  
estimate by use of a processor; useful for, e.g., content-based 
image retrieval, DNA sequencing, traceroute analysis, data  
compression, etc.

Quova (Mountain 
View, CA, USA)

Prieditis AE 2/3/2012 8/8/2013

WO 2013104106 A method for constructing a plasma DNA sequencing library, 
involving extracting plasma DNA, ligating plasma DNA with a 
sequencing linker, purifying the ligation product, subjecting the 
purified ligation product to PCR amplification, and purifying 
the amplified PCR product to obtain a plasma DNA sequencing 
library.

Berry Genomics 
(Beijing)

Chen D, Gao Y,  
Shi Y, Tian F, 
Zhang J

1/10/2012 7/18/2013

WO 2013105025 A device used for optically controlling an iterative stepwise  
reaction to determine a DNA sequence of a nucleic acid by  
synthesis, comprising a substrate for binding a molecule on a  
first surface of the substrate, and an optical arrangement.

Konink Philips 
Electronics 
(Eindhoven,  
The Netherlands)

Lub J,  
van der Zaag PJ, 
Wimberger-Friedl R

1/13/2012 7/18/2013

US 20130184999 A method for analyzing next-generation sequencing data for a 
cancer genome in an integrative way, involving analyzing  
methylation-sequencing data to generate calls for differential 
DNA methylation and genome-wide methylation profiles. Uses 
include but are not limited to DNA-sequencing, RNA-sequencing, 
micro RNA-sequencing, lincRNA-sequencing,  
methylation-sequencing and CHIP-sequencing.

Ding Y Ding Y 1/5/2012 7/18/2013

WO 2013102081 A composition for transporting a macromolecule, e.g., DNA to a 
site, comprising a transport guide, a molecular motor that binds 
to and moves along the transport guide, and a macromolecule 
comprising a linking domain. The composition and system are 
useful for delivering DNA polymerase or DNA polymerase/DNA 
complex to the bottom of a zero mode waveguide for single-
molecule real-time DNA sequencing, biochemical analysis and 
genetic analysis.

Gray PN, Ibis 
Biosciences 
(Carlsbad, CA, USA)

Gray PN 12/29/2011 7/4/2013

CN 202854094 A nanopore-based DNA sequencing device, has a molybdenum 
electrode whose lower part is connected with a positive electric 
potential, and an electrode and horizontal weak current  
measuring device provided with a power supply terminal.

Qinghua University 
(Beijing)

Chen J, Deng T, 
Liu Z

9/25/2012 4/3/2013

CN 102943111 Use of high flux deoxyribonucleic acid sequencing for measuring 
a short section in a human genome of tandem repeat loci.

Beijing Ipe 
Biotechnology Co. 
Ltd. (Beijing)

Chen C, Pan Y,  
Yao Z, Zhou C

11/16/2012 2/27/2013

CN 102912029 A method for detecting a single-nucleotide polymorphism at a 
site in a cytokine-inducible SRC homology 2 domain protein of a 
human tuberculosis susceptibility gene, comprising designing an  
amplification primer and an extension primer at the site of the 
polymorphism; also comprises a DNA-sequencing method to 
verify PCR–single-base extension detection accuracy.

Du T, Jiao J, Qu W, 
Wang Z, Wu L, Xie Y,  
Yu Y

Du T, Jiao J,  
Qu W, Wang Z,  
Wu L, Xie Y,  
Yu Y

11/6/2012 2/6/2013

Source: Thomson Scientific Search Service. The status of each application is slightly different from country to country. For further details, contact Thomson Reuters (Search 
Service), 1925 Ballenger Avenue, Suite 400, Alexandria, VA 22314, USA. Tel: 1 (800) 337-9368 (http://thomsonreuters.com/).
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