(A) Decoupled binding events and 3 replicates (B) Decoupled binding events and GCN4 influence function

microarray | Mean fragment length microarray Number of replicates
res.(bp) 179 216 327 490 654 res. (bp) 1 2 3 4 5 6 8 10
50 04 04 05 04 04 50 05 15 05 03 05 1.0 14 1.3
100 05 05 04 04 05 100 06 05 04 04 04 03 03 04
150 05 05 05 05 0.5 150 09 05 05 04 04 04 03 0.3
200 06 05 05 05 05 200 1.3 07 05 05 04 04 03 04
250 09 07 08 06 038 250 14 10 08 06 05 05 04 04
300 1.1 09 09 09 22 300 78 10 09 06 06 06 05 04
350 1.7 13 12 12 15 350 226 14 12 08 08 08 08 0.5
(C) Coupled binding events and 3 replicates (D) Coupled binding events and GCN4 influence function

microarray | Mean fragment length microarray Number of replicates
res. (bp) | 179 216 327 490 654 res. (bp) 1 2 3 4 5 6 8 10
50 04 04 04 09 07 50 06 28 04 04 04 0.8 1.3 1.1
100 05 05 05 06 0.6 100 1.2 06 05 04 05 04 04 1.0
150 05 05 06 08 0.6 150 1.6 08 06 05 04 05 04 04
200 06 06 08 1.0 1.0 200 27 13 08 06 06 06 05 05
250 1.5 1.2 1.1 20 1.6 250 21 1.2 11 08 0.6 0.6 05 0.5
300 32 24 18 1.7 23 300 76 21 18 1.7 15 14 10 0.8
350 34 34 29 28 34 350 16.3 28 29 28 32 31 25 24

Table 4: Standard error of the mean spatial resolution of JBD on synthetic data (the median of the spatial resolution is reported
in Table 3 of the main text.).



