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            Abstract
Hydrogen peroxide (H2O2) is a major reactive oxygen species in unicellular and multicellular organisms, and is produced extracellularly in response to external stresses and internal cues1,2,3,4. H2O2 enters cells through aquaporin membrane proteins and covalently modifies cytoplasmic proteins to regulate signalling and cellular processes. However, whether sensors for H2O2 also exist on the cell surface remains unknown. In plant cells, H2O2 triggers an influx of Ca2+ ions, which is thought to be involved in H2O2 sensing and signalling. Here, by using forward genetic screens based on Ca2+ imaging, we isolated hydrogen-peroxide-induced Ca2+ increases (hpca) mutants in Arabidopsis, and identified HPCA1 as a leucine-rich-repeat receptor kinase belonging to a previously uncharacterized subfamily that features two extra pairs of cysteine residues in the extracellular domain. HPCA1 is localized to the plasma membrane and is activated by H2O2 via covalent modification of extracellular cysteine residues, which leads to autophosphorylation of HPCA1. HPCA1 mediates H2O2-induced activation of Ca2+ channels in guard cells and is required for stomatal closure. Our findings help to identify how the perception of extracellular H2O2 is integrated with responses to various external stresses and internal cues in plants, and have implications for the design of crops with enhanced fitness.
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                    Fig. 1: Isolation of Arabidopsis mutants defective in H2O2-induced Ca2+ increases.[image: ]


Fig. 2: Impaired guard-cell eH2O2 signalling in hpca1.[image: ]


Fig. 3: HPCA1 encodes a LRR-RK that is activated by eH2O2.[image: ]


Fig. 4: The Cys residues in the hydrogen peroxide domain modified covalently by eH2O2.[image: ]
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Extended data figures and tables

Extended Data Fig. 1 Similar total amounts of aequorin in the wild-type and hpca1 seedlings.
a, The Arabidopsis wild-type and hpca1 seedlings expressing aequorin (used in Fig. 1a) were treated with a solution containing 0.9 M CaCl2 and 10% (v/v) ethanol (aequorin discharge), and the total amount of remaining aequorin luminescence was imaged. Images are representative of more than 100 separate experiments. The relative [Ca2+]i is scaled by a pseudo-colour bar. b, Quantification of total amount of aequorin luminescence from as in a. Data are meanÂ Â±Â s.d.; nÂ =Â 12 pools (20 seedlings per pool). PÂ =Â 0.806, two-sided t-test. About 10Â years before Price et al. made the initial observation of eH2O2-induced [Ca2+]i increases in plant cells in 199417, Hyslop et al. investigated the effects of eH2O2 on [Ca2+]i in mouse macrophage cells using the intracellular fluorescent Ca2+ indicator Quin2, and detected [Ca2+]i increases in response to eH2O2 treatment74. Note that, Quin2 was the predecessor of Fura-2, the most important Ca2+ indicator75.

Source data



Extended Data Fig. 2 Specific Ca2+ phenotypes of H2O2-sensing hpca1, osmosensing osca1, and salt-sensing moca1 mutants, and the wilt phenotype of hpca1.
aâˆ’d, The hpca1 mutant is selective for H2O2 over osmotic stress. a, c, Representative aequorin bioluminescence images from wild-type, hpca1 and osca1 seedlings, which were grown side-by-side and treated with 4Â mM H2O2 (a) or 600 mM sorbitol (c). b, d, Quantification of [Ca2+]i in leaves from experiments in a and c with H2O2 (b) and sorbitol (d) treatment. Data are meanÂ Â±Â s.d. and representative of more than eight experiments; nÂ =Â 16 seedlings. eâˆ’h, The hpca1 mutant is selective for H2O2 over salt stress. e, g, Representative aequorin bioluminescence images from wild-type, hpca1 and moca1 seedlings, which were grown side-by-side and treated with 4 mM H2O2 (e) and 200 mM NaCl (g). f, h, Quantification of [Ca2+]i in leaves from experiments in e and g is shown for H2O2 (f) and NaCl (h) treatment. Data are meanÂ Â±Â s.d. and representative of more than eight experiments; nÂ =Â 16 seedlings. With respect to eH2O2-induced [Ca2+]i increases, osca1, moca1 and wild-type seedlings were similar; whereas with respect to sorbitol- or NaCl-induced [Ca2+]i increases, hpca1 and wild-type seedlings were similar, showing that hpca1 differs from osca1 and moca1, and has eH2O2-specific Ca2+ phenotypes. i, The hpca1 mutant is hypersensitive to desiccation treatment. Rosette leaves from wild-type and hpca1 seedlings were detached and water loss owing to transpiration was analysed at the indicated time points after leaf detachment. Water loss was calculated as a percentage of the initial fresh weight. Data are meanÂ Â±Â s.e.m., nÂ =Â 4 pools (20 to 30 leaves per pool). PÂ <Â 0.05, two-way ANOVA.

Source data



Extended Data Fig. 3 Mapping-by-sequencing identification of mutations in HPCA1 in three allelic hpca1 mutants and their stomata responses to H2O2, ABA and external Ca2+.
aâˆ’c, SNP concurrences across the five chromosomes are analysed and shown from a pooled mapping population of hpca1-1 (a), hpca1-2 (b) and hpca1-3 (c). All three mutants show an enrichment of SNP concurrences in the same area in the long arm of chromosome 5. Genes with SNPs in these mutants were compared, and three allelic mutations in the HPCA1 (At5g49760) gene were found as shown in Fig. 3a and Extended Data Fig. 6a. d, Images of wild-type and three allelic hpca1 mutants were taken after 30 or 60 days of growth under growth chamber conditions (16Â h/8Â h light/dark photoperiod). eâˆ’g, Stomatal apertures were measured in the absence or presence of 1 mM H2O2 (e), 5 Î¼M ABA (f) or 2.5 mM CaCl2 (g). Data are meanÂ Â±Â s.e.m. from three independent experiments, nÂ =Â 60 stomata. The stomatal apertures without the treatment in e were 3.38Â Î¼m in WT, 3.12Â Î¼m in hpca1-1, 3.41Â Î¼m in hpca1-2, and 3.26Â Î¼m in hpca1-3. The stomatal apertures without the treatment in f were 3.21Â Î¼m in WT, 3.37Â Î¼m in hpca1-1, 3.27Â Î¼m in hpca1-2, and 3.26Â Î¼m in hpca1-3. The stomatal apertures without the treatment in g were 4.36Â Î¼m in WT, 4.54Â Î¼m in hpca1-1, 4.40Â Î¼m in hpca1-2, and 4.55Â Î¼m in hpca1-3.

Source data



Extended Data Fig. 4 The phylogeny of HPCA1 subfamily in the LRR-RK family in Arabidopsis.
a, Phylogeny of full-length sequences of the Arabidopsis LRR-RK proteins. Multiple sequence alignments were conducted using MAFFT (v.7.05), and a neighbour-joining tree was created using MEGA (v.6) (Methods). Branch lengths are scaled with the number of amino acids substitution per site. The LRR-RK subfamilies (from I to XV) were indicated along the outer edge of the tree. HPCA1, GHR1 (GUARD CELL HYDROGEN PEROXIDE-RESISTANT1), FLS2 (FLAGELLIN-SENSITIVE 2), EFR (EF-TU RECEPTOR), BRI1 and BAK1 (BRASSINOSTEROID INSENSITIVE 1-ASSOCIATED RECEPTOR KINASE 1) are illustrated. b, Maximum-likelihood phylogeny of the HPCA1 and VIII-1 subfamily that is composed of eight LRR-RK proteins. Statistical supports corresponding to maximum-likelihood and neighbour-joining bootstrap values are labelled beside the nodes, respectively. Branch lengths are scaled with the number of amino acid residues substitution per site. The VIII-1 subfamily is named as the HPCA subfamily, and the eight VIII-1 members are named sequentially as HPCA1 and seven HPCA-LIKE (HPCAL) proteins.


Extended Data Fig. 5 Conserved hydrogen peroxide domains between the last LRR and the transmembrane domain in the HPCA1 LRR-RK subfamily across species.
a, Schematic representation of conserved Cys residues in the region between the last LRR and the kinase domain. Analysis showed that the LRR domain is also flanked by domains with characteristic double-cysteine residue motifs (Cys pair) in these HPCAs. HPCA1 (or VIII-1 subfamily) proteins have six Cys residues that are conserved in this group. VIII-2 proteins have two conserved Cys residues. The others groups (except for V, IX, XIV and XV) have two conserved Cys residues that have been illustrated in a previous evolutionary study of LRR-RKs53 (Methods). These conserved Cys residues in VIII-1, VIII-2 and the other groups appear as pale-blue lines, and their positions were referenced as HPCA1 (or AT5G49760) in VIII-1, AT1G29750 in VIII-2, and AT1G12460 in VIIa, and are shown on a relative scale. The HPCA subfamily contains a unique hydrogen peroxide (HP) domain. The last LRR, transmembrane domain (TM), and protein kinase domains are labelled in VIII-1, VIII-2 and the other LRR-RK groups. The transmembrane and protein kinase domains are conserved among all LRR-RK proteins. VIII-2 also contains a malectin domain. b, Multiple sequence alignment of the region containing the VIII-1-specific Cys residues (hydrogen peroxide domain) in LRR-RK proteins from seven land plant species. The classification of LRR-RKs was retrieved from the previous study53 (Methods). Each protein is depicted as a protein ID, followed by the start and end position of the region. The seven species are the early land plant Physcomitrella patens (Potri), the early vascular plant Selaginella moellendorffii (Smo), two monocot genomes including Sorghum bicolor (Sb) as well as rice Oryza sativa Japonica (Os), and three dicot genomes including Arabidopsis thaliana (At), tomato Solanum lycopersicum (Soly) as well as black cottonwood Populus trichocarpa (Pp). Considering that these Cys residues are conserved in the hydrogen peroxide domain, we speculate that these HPCA1 homologues in Arabidopsis and other species could also function as H2O2 sensors. We also speculate that higher-order Arabidopsis mutants with HPCA1 homologues will show stronger impairment in eH2O2-induced responses. Given that all eight HPCA1 subfamily members in Arabidopsis contain these two Cys pairsâ€”except HPCAL7, which misses Cys412 and Cys424â€”they could potentially act as eH2O2 sensors with similar kinetics and affinities, consistent with the reduction in amplitudes but not the Kd values of eH2O2-induced Ca2+ increases in hpca1 mutants (Fig. 1f). That is, the similar Kd values between wild-type and hpca1 seedlings (Fig. 1f) may indicate that the eH2O2-sensing systems that are both affected and unaffected by the hpca1 mutation share similar affinities to eH2O2.


Extended Data Fig. 6 HPCA1 genomic structure, mutations in three hpca1 mutants, HPCA1 subcellular localization and expression patterns.
a, Schematic illustration of the exonâ€“intron structure of the HPCA1 gene, with boxes representing exons. The mutations in hpca1-1, hpca1-2 and hpca1-3 are illustrated. Primers for genotyping a splicing error in hpca1-2 are shown. FP, HPCA1 forward primer in the thirteenth exon; RP, HPCA1 reverse primer in the fourteenth exon. Genomic DNA sequence analysis confirmed that the hpca1-1 mutant contains a mutation in the kinase domain (Q856*, stop codon) that leads to a protein with a truncated kinase domain; hpca1-2 contains a mutation that leads to intron mis-splicing and a premature stop codon in the extracellular domain and a truncated HPCA1 protein without the transmembrane and kinase domains (a knockout line); and hpca1-3 contains a mutation in the LRR domain (G159D). The possible loss-of-function mutations are illustrated in the schematic in the kinase domain (C4425T) and LRR domain (C1663T) in hpca1-1 and hpca1-3, respectively, consistent with the importance of these two domains in LRR-RKs. b, The splicing mutation in hpca1-2. The hpca1-2 mutant has a single base mutation (G-to-A in the DNA sense strand) that corresponds to a change from 5â€²-AG2627 to 5â€²-AA2627 in the splice acceptor site of the thirteenth intron. This makes the site unrecognizable by the splicing enzymes, and leads to the predicted 76-bp addition in HPCA1 mRNA and a premature stop codon. PCR analyses of cDNA showed that hpca1-2 cDNA was about 76 bp longer than wild-type cDNA, which was confirmed by sequencing the HPCA1-2 cDNA clone of hpca1-2. Experiments were repeated independently three times. c, Expression patterns of HPCA1â€“YFP in Arabidopsis seedlings stably expressing the pHPCA1::HPCA1-YFP construct, which were also used in Fig. 3f. YFP fluorescence was analysed using a Zeiss stereo microscope, and images were merged to generate the whole-seedling image. Enlargements of upper epidermis and a root tip are shown at the top and bottom right, respectively, illustrating the plasma membrane localization of HPCA1â€“YFP and the high expression in epidermal cells and guard cells but the low expression in root tips. More than 15 homozygous single-insertion transgenic lines were generated, and similar results were observed from these lines. Scale bars, 3Â mm (seedling) or 100Â Î¼m (leaf section and root tip). d, YFP fluorescence of Arabidopsis seedlings stably overexpressing YFP (CaMV 35S promoter-driven YFP construct, p35S::YFP) was analysed using confocal microscopy as a control, as in Fig. 3f. YFP fluorescence was observed in the cytosol and nucleus of the turgid cells (left) and plasmolysed cells (right). Scale bar, 20Â Î¼m. Data in c and d are representative of more than ten independent lines examined.


Extended Data Fig. 7 Subcellular localization of YFP fusion proteins of HPCA1 and HPCA1 mutants.
a, The fusion proteins HPCA1â€“YFP, mHPCA1-1â€“YFP (Q856*; hpca1-1 mutation in the kinase domain), and mHPCA1-3â€“YFP (G159D; hpca1-3 mutation in the LRR domain) were transiently expressed in Nicotiana benthamiana epidermal cells (CaMV 35S promoter-driven YFP constructs, p35S::HPCA1-YFP, p35S::mHPCA1-1-YFP and p35S::mHPCA1-3-YFP). The ectodomain mutant mHPCA1-3â€“YFP (G159D) showed lower fluorescence compared to wild-type HPCA1 and truncated mHPCA1-1-YFP (Q856*). These data suggest that the mutation in hpca1-1 may affect only the kinase activity but not the targeting of HPCA1, whereas the mutation in hpca1-3 may affect both the targeting and eH2O2 sensing. The experiments were repeated at least three times for each construct. Scale bars, 30Â Î¼m. b, Attenuated activation of MAPK by H2O2 in hpca1 and complementation by expressing wild-type HPCA1. Seedlings were treated with 4Â mM H2O2, and phosphorylation of MAPK3 (p-MPK3) and MAPK6 (p-MPK6) was detected using pTEpY antibodies at indicated time points. Î±-tubulin was used as a loading control. Experiments were repeated independently three times. For gel source data, see Supplementary Fig. 1.


Extended Data Fig. 8 Ca2+ signalling by flg22 and elf26 is not affected in hpca1 mutants, and eH2O2 Ca2+ signalling is not affected in fls2, bak1 or ghr1 receptor kinase mutants.
a, b, Increases in [Ca2+]i in wild-type and hpca1 mutant plotted as a function of increasing concentrations of flg22 (a) or elf26 (b). Data are meanÂ Â±Â s.d.; nÂ =Â 32 seedlings. PÂ =Â 0.172 (a), PÂ =Â 0.062 (b), two way ANOVA. Experiments were performed as in Fig. 1fâ€“h. c, e, Representative images of aequorin bioluminescence from the wild-type, hpca1 and fls2 seedlings, which were grown side-by-side and treated with 4Â mM H2O2 (c) or 1Â Î¼M flg22 (e). d, f, Quantification of [Ca2+]i in leaves from experiments in c or e is shown for treatment with H2O2 (d) or flg22 (f), treatment, respectively. Data are meanÂ Â±Â s.d. and representative of eight experiments; nÂ =Â 16 seedlings. g, i, Representative aequorin bioluminescence images from wild-type, hpca1 and bak1 seedlings, which were grown side-by-side and treated with 4Â mM H2O2 (g) or 1Â Î¼M flg22 (i). h, j, Quantification of [Ca2+]i in leaves from experiments in g or i is shown for H2O2 (h) or flg22 treatment (j), respectively. Data are meanÂ Â±Â s.d. and representative of eight experiments; nÂ =Â 16 seedlings. k, l, Representative aequorin bioluminescence images (k) and quantification of [Ca2+]i increases (l) from wild-type, hpca1 and ghr1 seedlings, which were grown side-by-side and treated withÂ 4 mM H2O2. Data in l are meanÂ Â±Â s.d. and representative of eight experiments; nÂ =Â 16 seedlings. The receptors for MAMPs in innate immunity are commonly receptor kinases6,26. The two best-characterized LRR-RKs, FLS2 and EFR, are receptors for flg22 and elf18â€“elf26, respectively26. Both flg22 and elf18â€“elf26 induce [Ca2+]i increases, which are abolished in their corresponding receptor mutants, fls2 and efr, respectively26. We analysed whether HPCA1 could distinguish H2O2 produced in response to treatment with MAMPs. [Ca2+]i increases triggered by flg22 or elf26 were not affected in hpca1 mutants. The mutants in FLS2 and its co-receptor BAK1 showed the defects in flg22-triggered [Ca2+]i increases, but displayed wild-type level of eH2O2-induced [Ca2+]i increases. The observation is consistent with the previous finding that the rbohD (NADPH oxidase D) mutant and treatment with the NADPH oxidase inhibitor diphenyleneiodonium do not affect the initial [Ca2+]i increases triggered by 5-min treatment of flg2276. GHR1 is an LRR-RK with an unknown ligand in the III subfamily (Extended Data Fig. 4a), and the ghr1 mutant displays several strong phenotypes in the eH2O2 and ABA signalling28.

Source data



Extended Data Fig. 9 HPCA1 kinase activity is required for eH2O2 signalling.
a, Inhibition of H2O2-induced [Ca2+]i increases in wild-type seedlings using the protein kinase inhibitor K252a, which has been shown to attenuate LRR-RK signalling pathways77, such as those for flg22, pep1 and elf26. Seedlings were treated with 2.5Â mM H2O2 in the absence (âˆ’K252a, blue) or presence (+K252a, brown) of 2Â ÂµM K252a, and [Ca2+]i was analysed by aequorin luminometry spectroscopy. Data are meanÂ Â±Â s.e.m.; nÂ =Â 12 seedlings. PÂ <Â 0.001, two-way ANOVA. The quantified maximum [Ca2+]i changes from the same experiments are shown in Fig. 3h. b, K252a inhibition of H2O2-induced Ca2+ currents in wild-type guard-cell protoplasts. Representative whole-cell currents in protoplasts treated with 5Â mM H2O2 in the absence or presence of 2 ÂµM K252a for 1.5Â h are shown. The currents at âˆ’180Â mV from similar experiments are shown in Fig. 3i. c, Inhibition of H2O2-induced stomatal closure by K252a. Detached leaves were treated with 2.5Â mM H2O2 in the absence or the presence of 2Â ÂµM K252a, and stomatal apertures were analysed. Data are meanÂ Â±Â s.e.m.; nÂ =Â 60 stomata. Stomatal apertures without treatment were arbitrarily set to 1 r.u. d, e, Phosphorylation of HPCA1â€“YFP induced by H2O2 and flg22 in planta. The hpca1-2 seedlings stably expressing the HPCA1::HPCA1-YFP construct were treated with 4 mM H2O2 (d) or 1Â ÂµM flg22 (e), and HPCA1â€“YFP proteins were prepared by immunoprecipitation. Phosphorylation levels were detected using pThr antibodies. YFP was used as a loading control. For gel source data, see Supplementary Fig. 1. f, HPCA1CD was autophosphorylated. GST-tagged HPCA1CD proteinsâ€”including wild-type HPCA1CD and two kinase-inactive mutants (HPCA1(K859E)CD and HPCA1(D773L)CD) and kinase domain-truncated HPCA1 found in hpca1-1 (mHPCA1-1; HPCA1(Q856*)CD)â€”were expressed in Escherichia coli (as in Fig. 3k). Purified proteins were incubated with or without Î»-protein phosphatase (Lambda PPase; 30â€‰Â°C) for 2Â h, and separated by SDSâ€“PAGE. Red and black arrows denote phosphorylated and unphosphorylated bands, respectively. Only the HPCA1CD band was shifted owing to autophosphorylation, and the band shift was abolished by Î»-protein phosphatase treatment. Experiments in dâˆ’f were repeated independently three times. g, The tandem mass spectrometry (MS/MS) spectra of a HPCA1 peptide (786-THVTTQVK-793; inset). Nine-day-old hpca1-2 plants stably expressing HPCA1â€“YFP were treated with water or 4Â mM H2O2, and HPCA1â€“YFP was immunoprecipitated. The proteins were purified by PAGE, and in-gel digested with trypsin and GluC, and resulting peptides were extracted and analysed by liquid chromatographyâ€“tandem mass spectrometry (LCâ€“MS/MS). Labelled peaks correspond to masses of y and b ions of the modified peptide. Analysis of y and b ion fragmentation patterns with MaxQuant showed that Thr789 and Thr790 were phosphorylated in vivo. These amino acid residues are illustrated in Fig. 3g. h, H2O2 treatment resulted in increased phosphorylation of Thr and Ser residues of HPCA1â€“YFP in vivo from experiments as in g. Data are meanÂ Â±Â s.d.; nÂ =Â 3 independent experiments. P < 0.05, two-sided t-test. The functional relevance of these phosphosites could be determined further through complementation experiments of the hpca1-2-null mutant with the respective phosphosite mutants of HPCA1. These amino acid residues are illustrated in Fig. 3g. i, Highly conserved phosphorylated Thr residues in the catalytic core of the kinase domains of HPCA1, BAK1 and BRI1. Alignment of these three protein sequences in subdomain VIb to the invariant E in subdomain VIII. Bold residues are highly conserved in active kinases. Amino acidÂ residuesÂ (orange) are confirmed phosphorylation sites in our study and previous reports78,79,80. For the activation of LRR-RKs, it is thought that a conformational change mediated by ligand binding to the extracellular LRR domain activates the kinase by allowing trans-phosphorylation of the kinase domain within its homodimer81,82. This, in turn, could allow further autophosphorylation of the kinase domain, providing docking sites for interacting proteins and funnelling the ligand signal to downstream events27,81. The phosphorylation of these Thr residues has been shown to be required for kinase activation78.
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Extended Data Fig. 10 The shift of extracellular Cys residues in the H2O2 domain from the reduced to the oxidative form after eH2O2 treatment.
a, Schematics of the covalent modification of HPCA1 Cys residues by the membrane impermeable alkyne reagents IA-biotin (top) and MTSEA-biotin (bottom) (as in Fig. 4aâ€“d). IA-biotin-mediated irreversible modification of extracellular Cys residues prevents disulfide bond formation between Cys residues. The Cys residues are specifically alkanethiolated by MTSEA-biotin (a cysteine-disulfde-bond-forming reagent) under mild conditions, and then form a covalent disulfide bond. This disulfide bond is readily reduced by neighbour Cys residues to form a disulfide bond between Cys residues (asterisk). b, hpca1 complementation using HPCA1 with Cys mutations could not complement the hpca1-2 phenotype. Wild-type and hpca1-2 mutant seedlings, and hpca1-2 seedlings expressing HPCA1 or HPCA1 with Cys mutations (used in Fig. 4e) were treated with 0.9 M CaCl2 and 10% (v/v) ethanol (aequorin discharge), and the remaining aequorin luminescence was imaged. Similar luminescence intensities were detected for all genotypes. The relative [Ca2+]i is scaled by a pseudo-colour bar. The experiment was repeated independently 20 time with similar results. c, Plasma membrane localization of HPCA1 and Cys-pair-mutated HPCA1 used in Fig. 4e. The hpca1-2 seedlings stably expressing the pHPCA1::HPCA1-YFP construct or mutated Cys-pair HPCA1 were used, and YFP fluorescence was analysed by confocal microscopy. YFP fluorescence of HPCA1 and mutated Cys-pair HPCA1 was observed in the periphery of turgid and plasmolysed cells, which suggests that these Cys mutations did not alter HPCA1 subcellular localization. Data are representative of more than ten independent lines examined. Scale bar, 20Â Î¼m. d, Schematics of the covalent modification of HPCA1 Cys residues by iodoacetamide and NEM, for experiments in Fig. 4hâ€“j. HPCA1â€“YFP proteins from transgenic plants were labelled first with iodoacetamide to form Cys-CAM and represent the reduced form, and then treated with dithiothreitol (DTT) to reduce disulfide bonds, which were then labelled with NEM to represent the oxidized form. Modifications of proteins were analysed by LCâ€“MS/MS. The CAM- and NEM-labelled peptides were analysed and their relative amounts were calculated. eâˆ’g, Representative MS/MS spectra of the STLPTNC421SPC424EPGME peptide in the hydrogen peroxide domain from HPCA1â€“YFP proteins prepared using hpca1-2 plants stably expressing the pHPCA1::HPCA1-YFP construct with or without 4Â mM H2O2 treatment, as in Fig. 4hâ€“j. HPCA1â€“YFP proteins were labelled with iodoacetamide and NEM as in d, and digested using GluC and chymotrypsin for mass spectrometry. Cys421 and Cys424 labelled by CAM (e), Cys421 by CAM and Cys424 by NEM (f), and Cys421 by NEM and Cys424 by CAM (g) were all detected from the HPCA1â€“YFP proteins prepared with or without H2O2 treatment. Note that H2O2 treatment increased the relative amount of NEM-labelled Cys residues (Fig. 4j). The amounts of Cysred and Cysox residues were represented by CAM- and NEM-labelled peptides, respectively, and normalized to those of CAM-labelled peptides (Fig. 4j). The relative percentages of Cysred and Cysox from the total amounts of Cys residues were determined (Fig. 4j). Note that the relative amount of Cysred + the relative amount of Cysox = 100% Cys residues. Data are from four independent experiments. We have demonstrated that both Cysred and Cysox residues in the hydrogen peroxide domain exist, and that these Cysred residues could be oxidized by eH2O2 to Cysox residues in planta, which transduces the eH2O2 signal to downstream events. To fulfil the receptor function, the HPCA1 receptor should be regenerated. Given that plants grow almost constantly to form new cells, these new cells should carry the HPCA1 receptors with Cysred residues. For the eH2O2-oxidized HPCA1 receptors with Cysox residues, it is possible that these oxidized receptors are either recycled via the endocytic process, or reduced by unknown mechanisms, which need to be determined in the future.
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