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            Abstract
The intestinal microbiome is a signalling hub that integrates environmental inputs, such as diet, with genetic and immune signals to affect the host's metabolism, immunity and response to infection. The haematopoietic and non-haematopoietic cells of the innate immune system are located strategically at the hostâ€“microbiome interface. These cells have the ability to sense microorganisms or their metabolic products and to translate the signals into host physiological responses and the regulation of microbial ecology. Aberrations in the communication between the innate immune system and the gut microbiota might contribute to complex diseases.
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                    Figure 1: Intestinal epithelial cells orchestrate the hostâ€“microbiota interface.


Figure 2: The integration of microbial signals by myeloid cells.


Figure 3: The integration of microbial signals by ILCs.


Figure 4: The hierarchy of anatomy in microbiomeâ€“innate-immune-system interactions.


Figure 5: Microbiomeâ€“innate-immune-system interactions are involved in multifactorial diseases.
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