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Chromosome 2

 RNA

Histone

TFBS

DNase I

Gene names

GTF3C2 EIF2B4 PPM1GFTH1P3 NRBP1 KRTCAP3 IFT172U6 GCKR ZNF512 CCDC121 SNORA36 SUPT7L SLC4A1AP SP110 SP140 SP140L SP100 HMGB1P3 TPM3P8 U6

GM12878 Cyto poly(A)–, + strand
GM12878 Cyto poly(A)–, – strand
GM12878 Cyto short TAP-only, + strand
GM12878 Cyto short TAP-only, – strand
GM12878 Cyto poly(A)+, + strand
GM12878 Cyto poly(A)+, – strand
GM12878 H3K79me2
GM12878 H3K36me3
GM12878 H2az
GM12878 H3K27ac
GM12878 H3K27me3
GM12878 H3K4me1
GM12878 H3K4me2
GM12878 H3K4me3
GM12878 H3K9ac
GM12878 H3K9me3
GM12878 H4K20me1
GM12878 ATF3
GM12878 BATF
GM12878 BCL11A
GM12878 BCL3
GM12878 BCLAF1M33
GM12878 EBF1C8
GM12878 EBF
GM12878 EGR1
GM12878 EGR1
GM12878 ELF1SC631
GM12878 ETS1
GM12878 GABP
GM12878 IRF4M17
GM12878 IRF4
GM12878 MEF2A
GM12878 MEF2CSC13268
HepG2 Cyto poly(A)–, + strand
HepG2 Cyto poly(A)–, – strand
HepG2 Cyto short TAP-only, – strand
HepG2 Cyto short TAP-only, + strand
HepG2 Cyto poly(A)+, – strand
HepG2 Cyto poly(A)+, + strand
HepG2 H3K79me2
HepG2 H3K36me3
HepG2 H2az
HepG2 H3K27ac
HepG2 H3K27me3
HepG2 H3K4me1
HepG2 H3K4me2
HepG2 H3K4me3
HepG2 H3K9ac
HepG2 H4K20me1
HepG2 ATF3
HepG2 BHLHE40
HepG2 CTCF
HepG2 ELF1SC631
HepG2 FOSL2
HepG2 FOXA1C20
HepG2 FOXA1SC101058
HepG2 FOXA2SC6554
HepG2 GABP
HepG2 HDAC2SC6296
HepG2 HEY1
HepG2 HNF4AH171
HepG2 HNF4GSC6558
HepG2 JUND
HepG2 NRSF
HepG2 P300
H1 hESC Cell poly(A)–, – strand
H1 hESC Cell poly(A)–, + strand
H1 hESC Cell short TAP-only, – strand
H1 hESC Cell short TAP-only, + strand
H1 hESC Cell poly(A)+, – strand
H1 hESC Cell poly(A)+, + strand
H1 hESC H3K36me3
H1 hESC H3K27ac
H1 hESC H3K27me3
H1 hESC H3K4me1
H1 hESC H3K4me2
H1 hESC H3K4me3
H1 hESC H3K9ac
H1 hESC H4K20me1
H1 hESC ATF3
H1 hESC BCL11A
H1 hESC BCL3
H1 hESC CTCFSC5916
H1 hESC EGR1
HSMM DNase
NB4 DNase
TH2 DNase
WI38 DNase
WI38 DNase
HVMF DNase
HMF DNase
HUVEC DNase
K562 DNase
HMVEC-dNeo DNase
HFF-Myc DNase
H7ES DNase
SAEC DNase
HSMMT DNase
HConF DNase
HCF DNase
BJ DNase
HEE DNase
SKMC DNase
NHDF-Neo DNase
NHDF-Ad DNase
HMVEC-dBl-Ad DNase
NHLF DNase
HMVEC-LBl DNase
HFF DNase
BE2_C DNase
HCM DNase
NHA DNase
HeLa-S3 DNase
HCFaa DNase
AG10803 DNase
H1 hESC DNase
Caco-2 DNase
NHEK DNase
HRE DNase
HPF DNase
AG09319 DNase
SK-N-SH_RA DNase
HNPCE DNase
LNCaP DNase
Mono_CD14 DNase
HL-60 DNase
AG04450 DNase
HAE DNase
HMVEC-LLy DNase
HRCE DNase
HCPE DNase
CMK DNase
MCF-7 DNase
AoAF DNase
Jurkat DNase
HA-sp DNase
PANC-1 DNase
HepG2 DNase
A549 DNase
WERI-Rb-1 DNase
HMVEC-dLy-NeoDNase
SK-N-MC DNase
AG04449 DNase
HPAF DNase
HRGEC DNase
RPTEC DNase
AG09309 DNase
HMVEC-dBl-Neo DNase
HPdLF DNase
HMEC DNase
HA-h DNase
HGF DNase
HMVEC-dLy-Ad DNase
HIPE DNase
HBMEC DNase
TH1 DNase
HCT-116 DNase
HAc DNase
HRPE DNase
A549 FAIRE
Astrocyte FAIRE
Glioblast FAIRE
GM12878 FAIRE
H1 hESC FAIRE
HeLa-S3 FAIRE
HepG2 FAIRE
HTR FAIRE
HUVEC FAIRE
K562 FAIRE
MCF-7 FAIRE
Medullo FAIRE
NHBE FAIRE
NHEK FAIRE
Pan-islets FAIRE
UROtsa FAIRE

GM12878 Cyto poly(A)–, + strand
GM12878 Cyto poly(A)–, – strand
GM12878 Cyto short TAP-only, + strand
GM12878 Cyto short TAP-only, – strand
GM12878 Cyto poly(A)+, + strand
GM12878 Cyto poly(A)+, – strand
GM12878 H3K79me2
GM12878 H3K36me3
GM12878 H2az
GM12878 H3K27ac
GM12878 H3K27me3
GM12878 H3K4me1
GM12878 H3K4me2
GM12878 H3K4me3
GM12878 H3K9ac
GM12878 H3K9me3
GM12878 H4K20me1
GM12878 ATF3
GM12878 BATF
GM12878 BCL11A
GM12878 BCL3
GM12878 BCLAF1M33
GM12878 EBF1C8
GM12878 EBF
GM12878 EGR1
GM12878 EGR1
GM12878 ELF1SC631
GM12878 ETS1
GM12878 GABP
GM12878 IRF4M17
GM12878 IRF4
GM12878 MEF2A
GM12878 MEF2CSC13268
HepG2 Cyto poly(A)–, + strand
HepG2 Cyto poly(A)–, – strand
HepG2 Cyto short TAP-only, – strand
HepG2 Cyto short TAP-only, + strand
HepG2 Cyto poly(A)+, – strand
HepG2 Cyto poly(A)+, + strand
HepG2 H3K79me2
HepG2 H3K36me3
HepG2 H2az
HepG2 H3K27ac
HepG2 H3K27me3
HepG2 H3K4me1
HepG2 H3K4me2
HepG2 H3K4me3
HepG2 H3K9ac
HepG2 H4K20me1
HepG2 ATF3
HepG2 BHLHE40
HepG2 CTCF
HepG2 ELF1SC631
HepG2 FOSL2
HepG2 FOXA1C20
HepG2 FOXA1SC101058
HepG2 FOXA2SC6554
HepG2 GABP
HepG2 HDAC2SC6296
HepG2 HEY1
HepG2 HNF4AH171
HepG2 HNF4GSC6558
HepG2 JUND
HepG2 NRSF
HepG2 P300
H1 hESC Cell poly(A)–, – strand
H1 hESC Cell poly(A)–, + strand
H1 hESC Cell short TAP-only, – strand
H1 hESC Cell short TAP-only, + strand
H1 hESC Cell poly(A)+, – strand
H1 hESC Cell poly(A)+, + strand
H1 hESC H3K36me3
H1 hESC H3K27ac
H1 hESC H3K27me3
H1 hESC H3K4me1
H1 hESC H3K4me2
H1 hESC H3K4me3
H1 hESC H3K9ac
H1 hESC H4K20me1
H1 hESC ATF3
H1 hESC BCL11A
H1 hESC BCL3
H1 hESC CTCFSC5916
H1 hESC EGR1
HSMM DNase
NB4 DNase
TH2 DNase
WI38 DNase
WI38 DNase
HVMF DNase
HMF DNase
HUVEC DNase
K562 DNase
HMVEC-dNeo DNase
HFF-Myc DNase
H7ES DNase
SAEC DNase
HSMMT DNase
HConF DNase
HCF DNase
BJ DNase
HEE DNase
SKMC DNase
NHDF-Neo DNase
NHDF-Ad DNase
HMVEC-dBl-Ad DNase
NHLF DNase
HMVEC-LBl DNase
HFF DNase
BE2_C DNase
HCM DNase
NHA DNase
HeLa-S3 DNase
HCFaa DNase
AG10803 DNase
H1 hESC DNase
Caco-2 DNase
NHEK DNase
HRE DNase
HPF DNase
AG09319 DNase
SK-N-SH_RA DNase
HNPCE DNase
LNCaP DNase
Mono_CD14 DNase
HL-60 DNase
AG04450 DNase
HAE DNase
HMVEC-LLy DNase
HRCE DNase
HCPE DNase
CMK DNase
MCF-7 DNase
AoAF DNase
Jurkat DNase
HA-sp DNase
PANC-1 DNase
HepG2 DNase
A549 DNase
WERI-Rb-1 DNase
HMVEC-dLy-NeoDNase
SK-N-MC DNase
AG04449 DNase
HPAF DNase
HRGEC DNase
RPTEC DNase
AG09309 DNase
HMVEC-dBl-Neo DNase
HPdLF DNase
HMEC DNase
HA-h DNase
HGF DNase
HMVEC-dLy-Ad DNase
HIPE DNase
HBMEC DNase
TH1 DNase
HCT-116 DNase
HAc DNase
HRPE DNase
A549 FAIRE
Astrocyte FAIRE
Glioblast FAIRE
GM12878 FAIRE
H1 hESC FAIRE
HeLa-S3 FAIRE
HepG2 FAIRE
HTR FAIRE
HUVEC FAIRE
K562 FAIRE
MCF-7 FAIRE
Medullo FAIRE
NHBE FAIRE
NHEK FAIRE
Pan-islets FAIRE
UROtsa FAIRE

www.illumina.com/CompareSequencers

Seek to break new ground.

The poster shows a subset of the ENCODE data; on the top panel is chromosome 2, with the tracks showing the density of elements from RNA, histone modi�cation, transcription factor binding and DNase I in 100-kilobase 

windows. Below this is a selection of protein-coding gene symbols for chromosome 2. Two regions are shown representing 175 out of the 1,649 experiments analysed in the 6 September 2012 publication of ENCODE. 

The cell type is shown on the left, followed by the experiment type. The intensity of the colour represents the strength of signal over a 400-base-pair window. If the entire genome was rendered at this scale, the poster 

would be 30 kilometres long and 16 metres wide to accommodate all of the data. The anatomical diagram shows the location of 47 of the 147 cell types analysed in the 6 September 2012 publication of ENCODE, and 

highlights GM12878 (a lymphoblastoid cell line) and HepG2 (a hepatocellular carcinoma that is widely used as a model for hepatocytes), two of the six focus cell types of ENCODE. 

More information on the ENCODE project, including full data downloads, can be found at http://www.encodeproject.org/.  Artistic credits: Darryl Leja, Ewan Birney.
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