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ERRATUM: Molecular dynamics simulations of Ago silencing complexes reveal a
large repertoire of admissible ’seed-less’ targets

Zhen Xia1,2, Peter Clark3, Tien Huynh1, Phillipe Loher3, Yue Zhao3, Huang-Wen Chen3#, Pengyu Ren2,
Isidore Rigoutsos3,4* & Ruhong Zhou1,5*

1Computational Biology Center, IBM Thomas J. Watson Research Center, Yorktown Heights, New York 10598, 2Department of
Biomedical Engineering, University of Texas at Austin, Austin, TX 78712, 3Computational Medicine Center, Thomas Jefferson
University, Philadelphia, PA 19107, 4Department of Pathology, Anatomy and Cell Biology; Department of Cancer Biology;
Department of Biochemistry and Molecular Biology; Thomas Jefferson University, Philadelphia, PA 19107, 5Department of
Chemistry, Columbia University, New York, NY 10027.

Due to a technical error, Pengyu Ren was omitted from the author list of this article. The correct author details
appear above.
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