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Correction to: Scientific Reports https ://doi.org/10.1038/s4159 8-020-58342 -7, published online 31 January 2020

The Acknowledgements section in this Article is incorrect.

“We thank Wang Dawei, PhD, from Novo gene Co., Ltd (Beijing, China), for advice on experimental design and 
data analysis. This work was supported by the China Agriculture Research System (CARS-21), National Key R&D 
Program of China (2018YFD0201107), National Natural Science Foundation of China (31701354, 81903755), 
and Science and Technology Development Project of Jilin Province (20140204056YY, 20191001021XH).”

should read:

“We thank Wang Dawei, PhD, from Novo gene Co., Ltd (Beijing, China), for advice on experimental design and 
data analysis. This work was supported by the China Agriculture Research System (CARS-21), Key project at 
central government level: The ability establishment of sustainable use for valuable Chinese medicine resources 
(2060302), National Natural Science Foundation of China (31701354, 81903755), and Science and Technology 
Development Project of Jilin Province (20140204056YY, 20191001021XH).”
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