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publisher correction: cnspector: 
a web-based tool for visualisation 
and clinical diagnosis of copy 
number variation from next 
generation sequencing
John f. Markham, Satwica Yerneni, Georgina L. Ryland, Huei San Leong, Andrew fellowes, 
ella R. thompson, Wasanthi De Silva, Amit Kumar, Richard Lupat, Jason Li, Jason ellul, 
Stephen fox  , Michael Dickinson, Anthony t. papenfuss & piers Blombery

Correction to: Scientific Reports https://doi.org/10.1038/s41598-019-42858-8, published online 23 April 2019

The original version of this Article contained errors in the Abstract.

“CNspector is written in R and the source code is available for download under the GPL3 Licence from https://
github.com/PapenfussLab/CNspector. A server running CNspector loaded with the figures from this paper can 
be accessed at https://shiny.wehi.edu.au/jmarkham/CNspector/index.html.”

now reads:

“CNspector is written in R and the source code is available for download under the GPL3 Licence from https://
github.com/PapenfussLab/CNspector.”

Additionally, the data availability statement contained errors.

“CNspector is written entirely in R and the source code is available for download under the GPL3 Licence from 
https://github.com/PapenfussLab/CNspector. A server running CNspector loaded with the figures from this 
paper can be accessed at http://115.146.86.255/CNspector/index.html. The patient data displayed in the figures 
is not publicly available due to the presence of potentially genotyping information, but de-identified versions are 
available from the corresponding author on reasonable request.”

now reads:

“CNspector is written entirely in R and the source code is available for download under the GPL3 Licence from 
https://github.com/PapenfussLab/CNspector. A server running CNspector loaded with the figures from this 
paper can be accessed at https://shiny.wehi.edu.au/jmarkham/CNspector/index.html. The patient data displayed 
in the figures is not publicly available due to the presence of potentially genotyping information, but de-identified 
versions are available from the corresponding author on reasonable request.”

These errors have now been corrected in the PDF and HTML versions of the Article.
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Open Access This article is licensed under a Creative Commons Attribution 4.0 International 
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or 

format, as long as you give appropriate credit to the original author(s) and the source, provide a link to the Cre-
ative Commons license, and indicate if changes were made. The images or other third party material in this 
article are included in the article’s Creative Commons license, unless indicated otherwise in a credit line to the 
material. If material is not included in the article’s Creative Commons license and your intended use is not per-
mitted by statutory regulation or exceeds the permitted use, you will need to obtain permission directly from the 
copyright holder. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.
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