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Publisher Correction: Genome-
wide linkage and association 
study implicates the 10q26 region 
as a major genetic contributor 
to primary nonsyndromic 
vesicoureteric reflux
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Charoen4,5, Jennifer Southgate   6, Simon C. Baker   6, Yaobo Xu3, Manuela Hunziker2,7, 
Heather J. Lambert8, Andrew J. Green1,9, Mauro Santibanez-Koref3, John A. Sayer   3, 
Timothy H. J. Goodship3, Prem Puri2,10, Adrian S. Woolf   11,12, Rajko B. Kenda13, David E. 
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Correction to: Scientific Reports https://doi.org/10.1038/s41598-017-15062-9, published online 03 November 2017

The original HTML version of this Article contained a typographical error in the publication date ‘03 November 
2017’ which was incorrectly given as ‘06 November 2017’. This has now been corrected in the HTML version of 
the Article.
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