
AmeNDmeNtSNature Methods

Nature Methods | VOL 15 | SEPTEMBER 2018 | 748–749 | www.nature.com/naturemethods 749

Publisher Correction: Single-DNA electron spin resonance spectroscopy in aqueous 
solutions
Fazhan Shi   , Fei Kong   , Pengju Zhao, Xiaojun Zhang, Ming Chen, Sanyou Chen, Qi Zhang, Mengqi Wang, Xiangyu Ye, 
Zhecheng Wang, Zhuoyang Qin, Xing Rong, Jihu Su, Pengfei Wang, Peter Z. Qin    and Jiangfeng Du   

Correction to: Nature Methods https://doi.org/10.1038/s41592-018-0084-1, published online 6 August 2018

In the version of this paper originally published online, the ORCID ID for Peter Z. Qin was incorrectly assigned to Zhuoyang Qin.  
In addition, the ORCID for Fazhan Shi was omitted. These errors have been corrected in the print, PDF, and HTML versions of the paper.

Published online: 14 August 2018 
https://doi.org/10.1038/s41592-018-0119-7

Addendum: Biotinylation by antibody recognition—a method for proximity labeling
Daniel Z Bar   , Kathleen Atkatsh, Urraca Tavarez, Michael R Erdos   , Yosef Gruenbaum and Francis S Collins   

Addendum to: Nature Methods 15, 127–133 (2018) https://doi.org/10.1038/nmeth.4533, published online 18 December 2017

In the version of this article initially published, the introduction focused on methods for characterizing the nuclear envelope and did not 
include a comprehensive overview of proximity-based methods, some of which have similarly utilized antibody-conjugated peroxidase 
for proximity labeling by biotin deposition (refs 1–4 below). The authors believe they should have included these references and apologize 
for the omission.
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