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In the version of the article initially published, the erroneous term ‘depravity index’, appearing throughout the main text, Fig. 1, 
Supplementary Fig. 10 and the Supplementary Note, should have read ‘deprivation index’.

The errors have been corrected in the HTML and PDF versions of the article.
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Fig. 4 | Original and corrected.

Author Correction: Origin and evolution of the octoploid strawberry genome
Patrick P. Edger   , Thomas J. Poorten, Robert VanBuren, Michael A. Hardigan, Marivi Colle, Michael R. McKain   ,  
Ronald D. Smith   , Scott J. Teresi, Andrew D. L. Nelson   , Ching Man Wai, Elizabeth I. Alger, Kevin A. Bird   , 
Alan E. Yocca, Nathan Pumplin, Shujun Ou   , Gil Ben-Zvi   , Avital Brodt, Kobi Baruch, Thomas Swale, Lily Shiue, 
Charlotte B. Acharya, Glenn S. Cole, Jeffrey P. Mower, Kevin L. Childs, Ning Jiang, Eric Lyons, Michael Freeling   , 
Joshua R. Puzey and Steven J. Knapp   

Correction to: Nature Genetics https://doi.org/10.1038/s41588-019-0356-4, published online 25 February 2019.

In the version of this article originally published, author Joshua R. Puzey was incorrectly listed as having affiliation 7 (School of Plant 
Sciences, University of Arizona, Tucson, AZ, USA); affiliation 6 (Department of Biology, College of William and Mary, Williamsburg, 
VA, USA) is the correct affiliation. The error has been corrected in the HTML and PDF versions of the article.
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