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The Table 1 (EU declaration signatory and membership status) of the original article published online contained several errors: the IARC was
incorrectly listed in the table, which only includes countries, and footnote; Croatia, Lithuania, Poland and Portugal were not listed as full EMBL
members; Estonia is now listed as a Prospect Member of EMBL; Hungary, Ireland and Israel were incorrectly listed as BBMRI-ERIC members;
Iceland was omitted from the table. Hyphens stand for ‘not applicable’; the table and footnote have been corrected accordingly. These errors
have now been corrected online and in print.
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