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Mapping and elucidating the function of modified bases in DNA
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Infigure 2 of this article, an incorrect structure for 5-formyluracil was published in the online version, and a definition of the R group was omitted from
the legend in both the online and PDF versions. These errors have now been corrected in their respective versions. The corrected figure and legend are
shown below. We apologize to readers for any confusion caused.
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Figure 2 | Overview of modified DNA bases. a | The four canonical bases are depicted, with the sites of known
modifications highlighted. b | Chemical space of the modified DNA bases that have been reported in the literature.
Structures with names in boxes are modifications that have been identified in eukaryotic genomes and are discussed
in the scope of this Review; other modifications have been reviewed elsewhere®. For DNA, R indicates 2’-deoxy-D-ribose.
*More-complex branching of mixtures with up to three furanose residues (Glc and Gal) have also been reported.

*The precise distribution of the two substituents over the 4- and 5-hydroxyl groups has not been determined. Note that
Né-methyladenosine is shown in its energetically preferred cis conformation.
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