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M Check for updates

Wei Jiao, Gurnit Atwal ®, Paz Polak ®, Rosa Karlic ®, Edwin Cuppen, PCAWG
Tumor Subtypes and Clinical Translation Working Group*, Alexandra Danyi,
Jeroen de Ridder ®, Carla van Herpen, Martijn P. Lolkema ®, Neeltje Steeghs,
Gad Getz®, Quaid D. Morris ®, Lincoln D. Stein & PCAWG Consortium*

In the published version of this paper, the members of the Pan-Cancer Analysis of Whole
Genomes (PCAWG) Consortium were listed in the Supplementary Information; however, these
members should have been included in the main paper. The original Article has been corrected
to include the members and affiliations of the PCAWG Consortium in the main paper; the
corrections have been made to the HTML version of the Article but not the PDF version.
Additional corrections to affiliations and author names have been made to the PDF and HTML
versions of the original Article for consistency of information between the PCAWG list and the
main paper.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or
format, as long as you give appropriate credit to the original author(s) and the source, provide a
link to the Creative Commons license, and indicate if changes were made. The images or other
third party material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the article’s
Creative Commons license and your intended use is not permitted by statutory regulation or
exceeds the permitted use, you will need to obtain permission directly from the copyright holder.
To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.

© The Author(s) 2022

*Lists of authors and their affiliations appear online.
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