Lineage tracing of acute
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hypomethylating agents on chemoresistance
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Correction to: Nature Communications https://doi.org/10.1038/s41467-019-12983-z, published online 01 November 2019.
The original version of this Article omitted the following from the last sentence of the Acknowledgements:
UID/BIM/50005/2019, project funded by Fundagao para a Ciéncia e a Tecnologia (FCT)/ Ministério da Ciéncia, Tecnologia e Ensino

Superior (MCTES) through Fundos do Or¢amento de Estado. This has now been corrected in both the PDF and HTML versions of the
Article.
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