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Correction to: Nature Communications https://doi.org/10.1038/s41467-019-10544-y, published online 12 June 2019.

The original version of this Article did not acknowledge Jianyin Xie as an equally contributing author with a superscript 6. Also, there
was an error in the second sentence of the Abstract, which incorrectly read ‘While several transport systems have been reported, the
complicity of rice Cd transport and accumulation indicates the necessity of identifying additional genes, especially those that are
responsible for Cd accumulation divergence between indica and japonica rice subspecies.’ The correct version states ‘complexity’ in
place of ‘complicity’. This has now been corrected in both the PDF and HTML versions of the Article.
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