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from transcriptional profiling highlights the
regulatory programs of Alzheimer’s disease
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Correction to: Nature Communications; https://doi.org/10.1038/s41467-017-00867-z; published online: 13 Oct 2017.

The original version of this Article contained an error in Figure 3, where panel d was inadvertently replaced with a duplicate of panel c
during typesetting. Also, the legend of Figure 5f incorrectly read ‘310 AD patients (blue dots, r= –0.4) and 157 non-demented
individuals (green dots, r= –0.1)’, and should have read ‘310 AD patients (blue dots, r= –0.1) and 157 non-demented individuals
(green dots, r= –0.4)’. Both of these errors have now been corrected in both the PDF and HTML versions of the Article.
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