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miR-625 suppresses tumour migration and invasion by
targeting IGF2BP1 in hepatocellular carcinoma
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Correction to: Oncogene (2015) 34, 965-977; doi:10.1038/
onc.2014.35; published online 17 March 2014

Since the online publication of this article the authors realised that
one of the serial numbers for the grants from the National Natural
Science Foundation of China was quoted incorrectly in the
Acknowledgements. The correct serial numbers are No. 81172345,
81201717. The Acknowledgements should therefore read as follows:
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Identification of latent biomarkers in hepatocellular carcinoma
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Following the publication of this article the authors noticed an
error in the equation of FGFR2-llic inclusion ratio in the Materials

and methods section. The correct equation is shown below:

FGFR2 - llc inclusion ratio = 2 (1" ~16%") /(o= (We**=Mb™) | q)

The authors apologise for any inconvenience caused by this error.
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