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In their recent Perspectives article (Nat. 
Rev. Urol. 9, 111–118; 2012),1 Sfanos et al. 
have presented an overview on the invalid 
relationship between human prostate cancer 
and infection with the retrovirus XMRV.

From the first detection of XMRV in 
prostate cancer patients in 20062 and its 
proposed role in chronic fatigue syndrome 
(CFS) in 20093 to the “final” judgment in 
2011 that XMRV originated from laboratory 
contamination,4 XMRV studies have ridden 
a rollercoaster that is now coming back to the 
ground. During this period, scientists from 
all over the world spent a huge amount of 
resources—both money and effort—trying 
to replicate the experiments and confirm the 
conclusions published previously. Prostate 
cancer and CFS samples used in the studies 
came from countries including China, Japan, 
The Netherlands and the UK. So how could 
such a newly emerging and rather obscure 
issue spark worldwide interest and then 
come back to silence so soon? The answer is 
complicated but might reflect some serious 
problems troubling academia at the moment.

The first and probably the most impor-
tant reason for the XMRV frenzy is because 
most researchers are eager to work on 
seemingly ‘hot’ topics, such as XMRV most 
recently and the case of research into severe 
acute respiratory syndrome (SARS) 9 years 
ago. This effect seems more understandable 
under today’s adverse economic conditions, 
where in order to obtain enough funding to 
support their research, scientists are willing 
to take risks working on emerging patho-
gens, so that they are able to publish results 
as promptly as possible.
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Another problem that becomes apparent 
from the studies on XMRV is that of scien-
tific competition. The breakthrough experi-
ments in a specific field should be repeated 
and validated by other groups. However, 
the nature of scientific competition means 
that journals might be more interested in 
publishing positive results than negative 
data, increasing the possibility that papers 
showing that the published results could not 
be reproduced might be rejected or put on 
hold.5 In the XMRV studies, the most notable 
exception to this theory was the stringently 
peer-reviewed journal Retrovirology, which 
published the series of papers in 2010 
showing that the false-positive detection of 
XMRV in the clinical specimens was due 
to mouse DNA contamination in human 
studies.6–8 Furthermore, publication pres-
sure might force scientists themselves to 
select their positive results over negative 
data for publication, resulting in a body of 
literature reflecting what scientists in the 
field want to see, rather than the reality. If 
these data include false positives, publication 
of the false-positive results from studies on 
a new pathogen might cause greater damage 
to the scientific community, not only as a 
huge waste of resources, but also a biosafety 
threat to the patients involved and those 
hoping for news of a cure for their disease. 
Generation of a highly infective mutated live 
virus through a plasmid system could realis-
tically cause an epidemic or pandemic of an 
uncontrollable emerging infectious disease. 
Thus, research scientists and the academic 
community must learn a serious lesson from 
the case of XMRV studies.
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