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ETHICS WATCH 
Genetics and social identity after the HapMap
Phase I of the International HapMap Project 
(HapMap) is now complete, and an analysis of its 
findings is being published1. Unlike the Human 
Genome Project’s signature message that all 
individuals have a 99.9% genetic similarity, HapMap 
will deliver a more mixed message about human 
genetic variation to scientists as well as the public: 
that there are common variants that are found across populations, and that 
there are differences in frequencies of those variants and in genomic 
structures (such as linkage disequilibrium) between populations.

Although these two messages were evident even in the pre-sequence era, 
population-specific patterns of variation clearly will become a more 
significant aspect of genomics in the post-HapMap era, as will the social 
implications of that enhanced focus. HapMap might fuel the continuing 
debate about the biological relevance of group identities. Some participants in 
the debate have argued that differences in frequencies of genetic variants 
between groups make a relatively small contribution to the health disparities 
that are associated with social identities, and have been concerned about the 
adverse implications of designing genetic studies that explicitly make 
population and ancestral comparisons2. Others have argued that population-
specific variants make significant contributions to understanding differences 
in the expression of complex traits, and have been concerned about the 
adverse scientific implications of ignoring social identities that serve as 
proxies for ancestry3.

Each perspective in this debate, which in the United States has focused on 
the biological meaning of race, emphasizes only one of the above messages.

The prospect of significant investments in infrastructure to support large-
scale, population-based association studies (including prospective cohorts) 
presents the opportunity for a more nuanced framing of genetic variation 
research, one that could help to reduce potential damage to groups by 
educating both scientists and the public about the relationship between 
genetics and social identities.

The question is whether a middle ground can be established in what has 
become a polarized argument, in which both sides have conflated scientific 
and social issues. Categorizing individuals by identity, ancestry, locality, 
lifestyle or genetic markers (among other criteria) can be useful (and 
sometimes necessary) for biomedical research as well as clinical treatment4. 
However, those who are anxious to argue against the biological basis for race, 
for example, often make the mistake of denying the potential for racial and 
other social categories to be biologically informative. At the same time, treating 
any of these selectively defined categories as natural or fundamental ways of 
grouping individuals can have obvious adverse implications, both in scientific 
and social senses. Therefore, those who insist on maintaining racial and ethnic 
categories in biomedical research, for a contrasting example, often make the 
mistake of exaggerating claims for their genetic uniqueness and determinism, 
which only perpetuates practices that advantage one group over another.

We are at the beginning of an era in which genetic variation will become 
increasingly important in biomedical research and clinical treatment owing to 
theoretical and technological innovations in genomics. The challenge is to 
make similar innovations in how we frame that genomic information in the 
context of contingent social identities.
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Human Genome Project: http://www.ornl.
gov/sci/techresources/Human_Genome/
home.shtml
International HapMap Project: www.
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NATURE REVIEWS | GENETICS  VOLUME 6 | DECEMBER 2005 | 1

R E S E A R C H  H I G H L I G H T S


	Genetics and social identity after the HapMap
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile ()
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts false
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /SyntheticBoldness 1.00
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage false
  /PreserveEPSInfo true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Remove
  /UsePrologue false
  /ColorSettingsFile (None)
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 150
  /ColorImageDepth -1
  /ColorImageDownsampleThreshold 1.00000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 150
  /GrayImageDepth -1
  /GrayImageDownsampleThreshold 1.00000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.00000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly true
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox false
  /PDFXBleedBoxToTrimBoxOffset [
    0.30000
    0.30000
    0.30000
    0.30000
  ]
  /PDFXOutputIntentProfile (OFCOM_PO_P1_F60)
  /PDFXOutputCondition (OFCOM_PO_P1_F60)
  /PDFXRegistryName (http://www.color.org)
  /PDFXTrapped /False

  /Description <<
    /JPN <FEFF3053306e8a2d5b9a306f300130d330b830cd30b9658766f8306e8868793a304a3088307353705237306b90693057305f00200050004400460020658766f830924f5c62103059308b3068304d306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103057305f00200050004400460020658766f8306f0020004100630072006f0062006100740020304a30883073002000520065006100640065007200200035002e003000204ee5964d30678868793a3067304d307e30593002>
    /DEU <>
    /FRA <>
    /PTB <>
    /DAN <>
    /NLD <>
    /ESP <>
    /SUO <>
    /ITA <>
    /NOR <>
    /SVE <>
    /ENU <FEFF004e00500047002000570045004200200050004400460020004a006f00620020004f007000740069006f006e0073002e0020003100350030006400700069002e002000320032006e0064002000530065007000740065006d00620065007200200032003000300034002e002000500044004600200031002e003400200043006f006d007000610074006900620069006c006900740079002e>
  >>
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [595.276 782.362]
>> setpagedevice


