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BIOSHARING CATALOGUE — OBJECTIVES

® C(entralize bioscience standards and data policies, linking to other portals (e.g.6,7), open access resources (e.2.8,9) and systems implementing the standards (e.g. 10,1 |);
® Develop and maintain a set of criteria for assessing the quality and formal rigor of the standards, but also the interoperability and relations among them;
e fFoster interoperability, addressing overlaps and duplication of efforts that hamper their wider uptake and interfere with the creation of standards-compliant system:s.
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BIOSHARING - MISSION STATEMENT

BioSharing works at the global level to build stable linkages in particular between journals, funders, implementing data sharing policies, and well-constrtuted standardization efforts in the
piosciences domain, to expedrte the communication and the production of an integrated standards-based framework for the capture and sharing of high-throughput genomics and
functional genomic bioscience data, In particular. This objective Is achieved via the creation of web-based catalogues and a communication forum.
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