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Introduction

Established in 1989, the HUGO Gene Nomenclature Committee (HGNC) Is the only organisation authorised to
assign approved nomenclature to human genes. Standardisation of gene symbols is necessary to allow
researchers and curators to refer to the same gene without ambiguity and to find all relevant information for a
particular gene. We currently have 28,000+ approved gene symbols in our database
(http:/Mmww.genenames.org). The majority of these symbols represent protein coding genes, however these also
Include pseudogenes, RNA genes, genomic features and phenotypes.

Gene Symbol Assignment can be based on:

Function
enzyme, complex subunit, receptor, transporter, binding protein
ADA adenosine deaminase
TRAV16 T cell receptor alpha variable 16
GTF2H2C general transcription factor IIH, polypeptide 2C

Sequence comparison

gene family member, homolog, * like’
MAGEA5 melanoma antigen family A, 5
MIOS missing oocyte, meiosis regulator, homolog (Drosophila)
NF1L7 neurofibromin 1-like 7
NCLP1 nucleolin pseudogene 1

gene, pseudogene

Domain structures

Intrinsic domains and motifs
AKD1 adenylate kinase domain containing 1
TRIM32 tripartite motif-containing 32

Other relevant information from researchers and databases
associated phenotype, cellular location, chromosomal location

Examples:

DFNB17 deafness, autosomal recessive 17

ERP2/7 endoplasmic reticulum protein 27

Cllorf21 chromosome 11 open reading frame 21

All gene symbols must be UNIQUE and should ideally have all
of the following properties:

Stable

Memorable Meaningful

In reality, deciding on a suitable gene symbol often requires compromise.

Here are examples of scenarios that regularly arise:
Scenario #1. The published or proposed symbol or its root symbol is not unique.

Published symbol: Derl“ derlin-1" (in mouse)
Stem symbol “ Der” s already in use for “ delayed early response”
Action: coordinated with the MGNC to approve unique symbols
Conclusion: approved unique symbol DERL1

“ Derl-like domain family, member 1”

genes in mouse

Scenario #2. The published or proposed symbol matches a word or abbreviation
that would cause problems with database searching.

Published symbol: RAIN “ RAs-INteracting protein”
Number of Pubmed hits to RAIN: over 7500
Action: Contacted authors to negotiate more appropriate symbol
Conclusion: Approved author-agreed symbol RASIP1
* Ras interacting protein 1”
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CASP8: A gene symbol in HGNC and beyond
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Giving unique and meaningful names to every human gene

HGHNC Activities

please resend it or contact us using the Feedback link below.

Useful Links
HCOP Search Tool

Public Engagement of Science

FAQS

International Advisory Committes

Gene Families/Groupings

lcasPs

7 Advanced Gene Search

In late February and early March we experienced problems with our email. If we have not replied to a message you sent us then

FEEDBACK - we welcome your feedback, please click here to leave your comments and/or suggestions.

BiolMart We have approved over 28 000 human gene symbols and names. Each symbol is unique and we ensure that each gene is only given one
approved gene symbol. Search the HGMNC database for your gene.

Current Staff

Project coordinator
Or Elspeth Bruford (on maternity leave)

i TE0EAd
ceoetoor Hequest a Gene Symbal - MEVW online request form
Obtaining a gene symhbol before publication will avaid any possible conflicts with existing symbols and will ensure that your gene is promptly
recorded in our database and others. Any information that you provide will be treated in the strictest confidence. For bulk data submissions

please email us at hgnc(@genenames.org prior to submission.

Gene nomenclature advisors:
Dr Matt Wright
Dr Susan Gordon
Dr Buth Seal

Bioinformatics support:

Gene Search y

'P’ Hot Topic
We would like to hear your opinion on the latest issues in the world of human gene nomenclature.

KO Gene Families and Groupings

Symbol Report: CASP8
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We strongly encourage the use of a stem (or root) symbol as a basis for a hierarchical series that allows the sasy identification of other related
members in both database searches and the literature. Please contact us as soon as possible with new members of gene families, as some
symbols may be reserved in our database.
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Quick Gene Searc
Datal}ase Links

Approved Symbol + CASPS RefSeq IDs_+
Approved Name_+ caspase 8, apoptosis-related cysteine peptidase MM 001228 GenBank EMBL DDBJ LUCSC
HGHC ID = HGMC:1509 Accession Numbers =
Status_+ Approved L0520 GenBank EMBL LoBJ UCSC
Chromosome_+ 2q33-934 Mouse Genome Database ID_+
Previous Symbols + MGl 1261423 MGD 1D
Previous Names_+ “caspase 8, apoptosis-related cysteine protease” Rat Genome Database |ID (mapped data supplied by RGD)_+
Aliases + MCHA, MACH, FLICE RGD:620945 EGD D
Name Aliases + Entrez Gene ID +
Locus Type_+ gene with protein product 841 Gene MMap Viewer
CCDS IDs =
Pubmed IDs =
GEMATLAS GeneCards GeneClinics/GeneTests GoPubmed 26531376, 8651377 PMID CiteXolore
HCOP H-lnvDB Treefam wikigenes VEGA IDs +
OTTHUMGD0000132821 VEGA GeneView
MEROPS:C14.009 COSMIC Orphanet:16839 EMNSGE00000064012 Ensembl Gene\iew UCSC
OMIM ID (mapped data supplied by NCBI)_+
UCSC ID {(mapped data supplied by UCSC) +
CASP8base: Mutation registry for Caspase & deficiency uc002usxt. 1 UCSC Index
UniProt ID (mapped data supplied by UniProt) +
Q96722 UniProt UCSC
T e
Hé?‘:'f(mjm Caspases @WUGO
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— Gene Silrth Guidelines y Gene EuhnllalnnJ Downloads y —
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Return to Advanced Search

This online database does not include our confidential data. If you would like fo creale a new gene symbol and name, the only way to confirm it as unique is by contacting us.

Click on the Approved Gene Symbol to retrieve the complete gene record

Approved

Previous

Symbol Approved Name Symbols Aliases Chromosome [Accession Humbers RefSeq IDs
CASP1 caspase 1, apoptosis-related cysteine peptidase (interleukin 1, IL1BC ICE 1123 13697 NM 033292
- beta, convertase) I
. . . AK096245  BC002427, BIM998G53, BX537669.

CASP2 caspase 2, apoptosis-related cysteine peptidase MNEDDZ2 ICH1 Tq3d-q3s5 CB933674 U13021 MM_032982
CASP3 caspase 3, apoptosis-related cysteine peptidase SEDPF;EH CPP32B. Yama. |y BC016926 NIM_004346
lcasP4 |caspase 4. apoptosis-related cysteine peptidase | ICE(rel)l, ICH-2, TX [11q22.2-q22 3 |U25804 [rim_o01225
lcasPs |caspase 5. apoptosis-related cysteine peptidase | ICE(ren [11q22 2-q22.3 | [rim_004347
lcASPS |caspase 6, apoptosis-related cysteine peptidase | [MCH2 l4q25 lu20536 [rim_001226
lcasP7 |caspase 7, apoptosis-related cysteine peptidase | [MCH3, CMH-1, ICE-LAP3  [10925 |u37448 [ri_033338
lcAsPs |caspase 8. apoptosis-related cysteine peptidase | [MCHS, MACH, FLICE 2933934 lugns520 [un1_oo1228
lcasPg |caspase 9. apoptosis-related cysteine peptidase | [MCHS. ICE-LAPG, APAF-3 [1p36.21 lugn521 [rim_032996
lcASP10 |caspase 10, apoptosis-related cysteine peptidase | [MCH4 2q33-q34 luB0519 [rm_032977
lcAsP12 |caspase 12 (gene/pseudogene) [cASP12P1 | [11q22 3 |AF464191 |
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HUMOT homepage HCOP Help

Search for ortholog between | Human and Any specie

5

where |Appr0ved symbaol(s)

[

matches |casp8

return data as text [

Search |

Or

Upload list frl:uml Browse_ |

to search against |Apprwed symbaol(s) j

for matches between | Human and Any species j

return data as text [

Search |

Species|Query data Species Predicted ortholog data Assertion derived from
Approved Symbol:-  |Approved Name:- caspase 8, apoptosis-related : Gene Symbol:- CASPS . Ensembl, Evola(H-
CASPS cysteine peptidase Chimp (1) * Gene Name:- unknown ImvDB), Homalogene,

L) e Inparanoid, OMA
Entrez Gene:- 341 DB 1D:- HGMC-1509 Chr:- 2q33-g34 search Entrez Gene:-7T46477 |DB 1D:- Chr:- 2B Treefam

. Ensembl, EvolaiH-
Mouse égsprgved Symbol: Approved Name:- caspase 8 InvDB1. HGNC.
=Reciprocal / Homologene, Inparanaid,
search Entrez Gene:.12370 DB ID-- MGI- 1261423 t,::l:", 1_ _Ei.l1_3q. 1ch |MGI. OMA. Treefam.
oasible synteny) UCSC
L
. Ensembl, Evola(H-
Hrj't : | ég?rgwd >ymbol: Approved Name:- caspase § InvDB), Homalogene,
— ; Inparanoid. MGI, OMA,
S I;Aﬂrez Gene:-54044 DB 1D:- 620945 Chr:- 9931 Treefam, UCSC
VA Vi
Do Ill *GE"E Symbol:- CFLAR Gene Name:- unknown
*Egciprocal Phy QP
géarch Entrez Gene: 458471 (DB ID:- Chr:- 37
Gene Symbol:- CASPS ] Ensembl, EvolaiH-
Fé]egci 1r|:u:E| * Gene Name:- unknown InvDB), Homologene,
h Inparanoid, OMA,
SEATL Entrez Gene: 488473  |DB ID:- Chr:- 37 Treefam
L
Chickep (1) Gene Symbol:- CASPS Gen_e Name:- caspase 8, apoptosis-related cysteine EEEE:P}]I:DE:DDIEEZ}E
Recipfocal \ peptidase Inra:aralﬁuid CI["U—'[ -
Sedic Entrez Gene:-395264 \ DB ID:- CGNC:6332 Chr:-7 Treefam
L L \
Zehrafish Approved Symbol:- Approved Name:- caspase 8, apoptosis-related
-Réciprocal caspild cysteine peptidase, like 2 ucse
s¢arch Entrez Gene:-557302 iS(B ID:- ZDB-GEME-070608-2  [Chr:- 9
L \
Approved Symbol:- Approved Name:- caspase 8, apoptosis-related
Zebrafish caspdl cykteine peptidase, like 1 _ _
" *Reciprocal ot Evola(H-InvDB)
search ntrez . GEME-070608- .-
Searcn Gene:.100049706 DB\P. Z0B-GEMNE-070608-1 |Chr:- 16
L \
Zehrafish Approved Symbol:- ﬂppr_ured Ma_lme:- caspase 8, apoptosis-related Homoloaena. Inparanaid
-Reciprocal casp8 cysteine peptidase esc ?_!ﬁn - 0P :
search Entrez Gene:-55022 DB ID:-\ZDB-GENE-000713-1 |Chr:- 6 T

You searched for predicted orthologs using "Humah" "Approved symbol(s)" ¢asp8.
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Scenario #3: A single gene has been published using numerous symbols

Related

Chicke\: Ros.gga.6332

/

Casp8 ( Rattus norvegicus )

Gene:

Published symbols: MAVS, VISA, IPS-1, Cardif

el Tour our fiew Quick Search Caspase 8
M G tion” member of the cysteine-aspartic acid protea

About Help FAQ

Position : GGA 7 :125083810-12515078 1
Validated orthologs : 1

CGNC : CASP

caspase 8, apoptosis-related cysteine
irce:RefSeq_peptide; Acc

optosis-related cysteine

Action: as only one of these symbols, MAVS, does not contravene our guidelines,
the authors were contacted to promote use of this symbol

Search * Download ¥ More Resources™> §

terminal stage of apoptosis; invol ,EA
)
%ZF ‘ Research General Information

Home Genes/Markers / Clones Expression Antibodies BLAST Mutants / Tg  Anat

ZFIN 1D: ZDt

Conclusion: approved unigue symbol MAVS
* mitochondrial antiviral signaling protein”

Symbol (faspa
Name caspase 8
ID|MGL: 1201423

Gene Name:caspase 8, apoptosis-related cysteine peptidase

Gene Symbol: caspé
Previous Names: 7qgc:92075, caspase-8a(1)

Synonyms

|Caspase—8, FLICE, MACH, Mchs

Genetic Map

Chromosome 1
30,1 cM, cytoband B
Detailed Genetic Map + 1 cM

Mapping data(_11)

Momenclature History

GENE EXPRESSION:(current status)

All expression data:

Wild Type Stages, Structures:

J figure(s) from 3 publications
Cleavage:4-cell (1.00h-1.25h]




