
OPEN

Lack of Association Between COMT and Working
Memory in a Population-Based Cohort of Healthy
Young Adults
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The Val158Met polymorphism of the catechol-O-methyltransferase (COMT) gene is an important regulator of dopamine in the

prefrontal cortex, an area critical to working memory. Working memory deficits are present in several psychiatric disorders, and there is

wide variation in working memory capacity in the normal population. Association studies of COMT and working memory in healthy

volunteers have yielded inconsistent results, possibly because of small sample sizes. Here we examine COMT in relation to N-Back

working memory task performance in a large population-based cohort of young adults. We predicted individuals with one or two copies

of the Met allele would perform better, and that this relationship would be more evident in males than females. Participants (N¼ 1857–

2659) tested at 18 years of age, were enrolled in the Avon Longitudinal Study of Parents and Children (ALSPAC). We used multiple

regression to examine effects of sex and COMT genotype on N-Back hits, false positives, discriminability (d’), and reaction time while

controlling for important covariates. COMT genotype did not predict hits or d’. There was a nominally significant interaction between

COMT and sex on false positives, but this was not in the predicted direction, and was not significant after controlling for covariates. COMT

genotype was not related to working memory in this large population-based cohort. It is possible COMT is not meaningfully associated

with working memory in healthy young adults, or that COMT effects are detectable only in assessments reflecting neural processes

underlying cognition, such as fMRI, rather than in behavioral performance.
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INTRODUCTION

There has been extensive interest in the effect of the
Val158Met polymorphism of the catechol-O-methyltrans-
ferase (COMT) gene on working memory. The Val158Met
polymorphism is a common functional genetic variant that
impacts dopamine (DA) levels in the prefrontal cortex (PFC;
Tunbridge et al, 2006), an area critical to working memory
function (Cools and D’Esposito, 2011). Specifically, indivi-
duals who carry one or two copies of the Met allele are
believed to have higher levels of DA in the PFC, and several
studies have shown that this is associated with superior
performance on measures of working memory (Egan et al,
2001; Goldberg et al, 2003; Mattay et al, 2003). However,
other studies have failed to replicate this effect (Blanchard
et al, 2011; Stefanis et al, 2004) and a 2008 meta-analysis
found no significant relationship between COMT genotype

and working memory performance in healthy adults, as
assessed by the typical ‘N-Back’ measure of working
memory (Barnett et al, 2008, 2011). A persistent problem
in these candidate gene studies is the relatively small
samples that have been used. Combining these studies in a
meta-analysis also showed substantial between-study
heterogeneity, limiting the conclusions that could be drawn
from this approach (Barnett et al, 2008; Goldman et al,
2009). Here, we examined the relationship between COMT
and working memory, in a cohort of over 2400 18-year-olds.
COMT inactivates DA through enzymatic degradation,

and is a particularly important regulator of DA in the PFC
(Tunbridge et al, 2006). Manipulations of COMT, preferen-
tially affect PFC DA levels without strongly affecting DA in
other regions, or altering levels of noradrenaline (Gogos
et al, 1998). The relative scarcity of DA transporters in PFC
may give COMT this large role in DA regulation in the PFC
(Tunbridge et al, 2006). The Met allele of the Val158Met
polymorphism results in lower COMT activity, and corre-
spondingly higher tonic DA levels in PFC (Chen et al, 2004).
Goldman-Rakic et al, (2000) proposed that the relationship
between DA levels and PFC functioning follows an inverted
‘U,’ such that PFC functioning is optimal in a limited range
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of PFC DA, with poorer functioning above and below those
levels, a hypothesis that is now generally accepted (Robbins
and Arnsten, 2009; Seamans and Yang, 2004). Given this,
COMT variation might be expected to relate to working
memory ability in two ways. First, Met/Met individuals
might be in the optimal range of DA functioning, and thus
perform better than Val/Met heterozygotes, who in turn
would perform better than Val/Val individuals (ie, a dose-
response or linear relationship between the Met allele and
working memory). This relationship was observed in
(Goldberg et al, 2003) and (Mattay et al, 2003). But if Met/
Met individuals are actually at higher than optimal levels of
tonic DA, heterozygotes might perform better than either
homozygous group (ie, a quadratic relationship between the
Met allele and working memory). This relationship was
observed in Gosso et al, (2008).
In the current study we examine both of these possible

relationships in a single large cohort of over 2400 18-year-
olds in the Avon Longitudinal Study of Parents and
Children (ALSPAC; Golding et al, 2001), who performed
the N-Back task of working memory. These participants
have been repeatedly assessed for cognitive development
since age seven. Their performance on another working
memory task, the counting span, was also examined in
relation to COMT when participants were 10 years of age
(Barnett et al, 2007). At this assessment, presence of the
Met allele was associated with superior counting span, such
that a higher number of Met alleles corresponded to better
working memory performance. This association was
especially evident in males. These findings are consistent
with other reports in adults (Egan et al, 2001; Goldberg et al,
2003; Mattay et al, 2003), and therefore we hypothesized
COMT would show a linear relationship with performance
on the N-Back test, with the best performance in Met/Met
carriers, followed by Val/Met, and Val/Val individuals. On
the basis of the earlier findings, we also hypothesized that
this association would be stronger in males than females.

MATERIALS AND METHODS

Sample

ALSPAC consists of a cohort recruited in 1991 to 1992. All
pregnant women in what was formerly the Avon district of
the UK were invited to take part, with data being collected
on N¼ 14 541 pregnancies with the mother, child, or
partner completing at least some measures. When the
oldest children were B7 years of age, additional families
who had been eligible but had not enrolled were recruited,
resulting in a total of 15 247 pregnancies with some data
collected. Data were collected yearly via questionnaires,
medical records, and interviews, and, beginning at age 7 all
children were invited to clinic-based assessments that
included physical, social, and cognitive measures. The
primary measure for the current study was taken at age
18. Parents who enrolled their children into ALSPAC gave
written informed consent at the time of enrollment, with
parents and subsequently children reconsented at later
assessments. Ethics approval for the current study was
obtained from the ALSPAC Ethics and Law Committee and
the Local Research Ethics Committees.

Measures

N-Back. Working memory was assessed using a compu-
terized version of the N-Back task. In this task, participants
continuously monitored a series of numbers presented on a
computer screen, and pressed ‘1’ if the number was the
same as the number presented N numbers ago, or ‘2’ if it
was not. Stimuli were numbers 0–9, presented in black on
white background with a random spatial jitter of 180 pixels
in y-axis 200 pixels in x-axis. Each target was presented for
500ms, followed by a 3000ms period, in which to respond
with a key press (‘1’ for a non target, ‘2’ for a target). The
practice block consisted of 12 trials, with two targets. Each
experimental block consisted of 48 trials, with eight targets,
with a single block for each of the 2- and 3-Back conditions.
We examined four metrics for both the 2- and 3-Back
conditions: (i) hits, or the percentage of matching numbers
correctly identified as matches, (ii) false alarms, or the
percentage of non-matching numbers incorrectly identified
as matches, (iii) the discriminability index, or d’ which is a
signal-detection metric that takes into account both hits and
false alarms to derive an overall estimate of signal detection
ability (see McNicol, 1972 for calculation information), and
(iv) median reaction times, as an indicator of processing
efficiency.

N-Back data were collected from participants (N¼ 5081)
who attended the clinic at B18 years of age (M¼ 17 years
10months, SD¼ 5months). N-Back data was available in
either the 2- or 3-Back condition for n¼ 3933 participants.
We excluded 387 individuals from the 2-Back and 335
individuals from the 3-Back analyses due to non-respon-
siveness to the task (giving no answers on any item). Thus, a
total of 3159 individuals had useable 2-Back data, and 3170
individuals had useable 3-Back data.

Genotyping. DNA was obtained from cord blood, blood
samples taken at clinic days or mouthwash samples, and
extracted using standardized procedures (Jones et al, 2000).
COMT genotyping was the same as described previously in
(Barnett et al, 2007). Of the individuals with usable 3-Back
data, 2624 had genotype information available, while of
those with useable 2-Back data, 2659 had genotype
information available. A small number of individuals in
the sample (n¼ 34, 1%) were half of a sibling pair.
Excluding one half of each sibling pair did not change the
results. The majority of the sample was of European
ancestry (n¼ 2604, 93%), with the ethnicity/race of the
remainder non-European (n¼ 189, 6.8%). Excluding in-
dividuals of non-European ethnicity did not change the
results. The three COMT genotypes were in Hardy–
Weinberg equilibrium.

Covariates. We controlled for standard demographic
information collected via questionnaire, including sex,
mother’s education level, and family home-ownership status
(coded as subsidized rental, private rental, or home
owners). In addition, because smoking status and recent
smoking may affect cognitive functioning (Loughead et al,
2008; Zhang et al, 2010), we controlled for number of
cigarettes smoked in lifetime (coded as none, o5, 5–19, 20–
49, 50–99, or 100þ ), and recent smoking (coded as never
smoker, has smoked but not in last 30 days, or has smoked

COMT genotype and working memory
MC Wardle et al

1254

Neuropsychopharmacology



in last 30 days). We also controlled for current alcohol use,
represented as frequency of drinking alcohol (never,
monthly or less, 2–4� per month, or 42� per week),
and frequency of binge drinking, defined here as having six
or more drinks on one occasion (never, once or twice in
lifetime, less than monthly, monthly, or weekly). Lastly we
used Full-Scale IQ (FSIQ) estimates collected at the 8-year
assessment using the WISC 3rd Edition to control for
general cognitive functioning. Alternate items of the WISC-
III were given for all tests except the coding subtest, for
which all items were administered. Verbal, Performance,
and FSIQ scores were calculated whenever four subscale
scores were available. FSIQ is generally believed to be stable
over time (r¼ 0.91 in one study with an average 2.8-year
interval between tests; Canivez and Watkins, 1998). Of those
with FSIQ scores available, n¼ 77 (3.1%) had FSIQs in the
borderline range or below (o80). Excluding these, indivi-
duals did not change the results. Table 1 shows the means/
percentages for the demographics and other covariates, and
their relationships with COMT genotype. None of the
covariates were significantly related to COMT genotype.
We did not have clinician verified DSM-IV diagnoses, but
we did have probability estimates for each individual having
an anxiety, mood disorder, ADHD, ODD, or Conduct
Disorder diagnosis, produced by the Development and
Well-Being Assessment (DAWBA; Goodman et al, 2011).
The DAWBA uses computer-administered self- and parent-
questionnaires to automatically generate probability bands
for given diagnoses. Setting a liberal cut-point of 450%
probability, only 4.4% of the sample was identified as likely
to have one or more of the above disorders. Excluding these
individuals and the 14% of the sample who had missing
information on the DAWBA did not change the results.

Analyses

In all analyses we used hierarchical multiple regressions
(Cohen et al, 2003) with planned comparisons for COMT,
which allowed us to test for both the predicted linear effect
of an increased number of Met alleles (Met/Met4Val/
Met4Val/Val), and a possible quadratic effect (Val/
Met4both Met/Met and Val/Val). In each analysis, the
main effect of sex, linear effect of COMT and quadratic
effect of COMT were entered in one block, and then
interactions between sex and COMT were added in a second
block. Because there were two N-Back levels available for
analysis, our primary analyses took a regression approach
to repeated-measures ANOVA (as described in Judd et al,
2009). We first examined the main effects of sex and COMT
on N-Back performance by using the average of the 2-Back
and 3-Back levels as the dependent variable in our
regression. We then examined the interactions between
N-Back level, sex, and COMT by using the difference
between the 2-Back and 3-Back levels as the dependent
variable in our regression. These two regressions combined,
yielded the same exact results as a repeated-measures
ANOVA with N-Back level as a within-subject variable, with
the advantage that a regression approach makes it easier to
then include and adjust for multiple covariates, as we did in
the next step. We then examined the effect of adjusting
these analyses for mother’s education, home-ownership,
smoking status, recent smoking, drinking frequency, binge

drinking frequency, and mean-centered FSIQ by adding
these variables in the first block, before the effects of sex,
COMT and their interactions. Lastly, we conducted second-
ary analyses of COMT, sex, and their interactions at the
2-Back and 3-Back levels separately. This was done because
some individuals were missing the data from one N-Back
level only, reducing the number of individuals available for
the repeated-measures analysis. We also examined the effect
of including the covariates in these secondary 2-Back and
3-Back analyses. The previous meta-analysis indicated an
effect size of d¼ 0.06 for COMT on N-Back performance, or
an R2 of B0.009, or 0.9% of variance explained. In the
current study with P¼ 0.05 we had 95% power to detect an
R2 of 0.007, or 0.7% of variance explained.

RESULTS

Hits

We first conducted the repeated-measures analysis of the
effects of sex, COMT, and N-Back level on hits (n¼ 2490).
Means and standard deviations by sex and genotype are
available in Supplementary Table 1. Hits were normally
distributed at the 2- and 3-Back levels. As shown in Table 2,
hits were significantly lower at the 3-Back level (M¼ 57.03,
SD¼ 22.84) compared with the 2-Back level (M¼ 73.45,
SD¼ 22.74), giving a significant effect of N-Back. Neither
COMT nor sex were related to hits, and there were no
interactions. Total variance in hits explained by COMT
genotype was around 0.2% (R2¼ 0.002). Including the
covariates reduced the number of complete cases available
for analysis (from n¼ 2490 to n¼ 1874), but did not change
the primary results for COMT, sex, or their interactions.
Of the covariates, only FSIQ uniquely predicted hits, with
increased FSIQ predicting better hit percentage, B¼ 0.27,
SE¼ 0.03, t(1848)¼ 9.08, Po0.001. We also conducted
secondary linear regressions examining the 2- and 3-Back
levels individually (n¼ 2659 and n¼ 2624, respectively).
Sex, COMT and their interactions did not predict either 2-
or 3-Back hits when these levels were considered individu-
ally. Inclusion of the covariates did not alter these results.

False Alarms

We next conducted the repeated-measures analysis of the
effects of sex, COMT, and N-Back level on false alarms
(n¼ 2490). Means and standard deviations by sex and
genotype are available in Supplementary Table 2. False
alarms were positively skewed, but transforming false
alarms for normality did not alter the results. Thus, the
results are reported in the original metric for ease of
interpretation. As shown in Table 3, false alarms were
higher at the 3-Back level (M¼ 20.63, SD¼ 17.01) compared
with the 2-Back level (M¼ 19.25, SD¼ 22.26), for a
significant effect of N-Back, but COMT did not predict
false alarms. Men had fewer false alarms than women, but
COMT and sex did not interact. Total variance in false
alarms explained by COMT was around 0.6% (R2¼ 0.006).
Including the covariates reduced the number of cases
available for analysis (n¼ 1874), and did not change the
results for COMT, but the effect of sex was no longer
significant, B¼ 0.32, SE¼ 0.81, t(1848)¼ 0.39, P¼ 0.70. Two
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covariates uniquely predicted false alarms. Increased FSIQ
predicted fewer false alarms, B¼ 0.32, SE¼ 0.03,
t(1848)¼ 11.53, Po0001, and higher mother’s education
predicted fewer false alarms, particularly having a mother
who completed either A-level exams or a college degree,
B¼ 2.77, SE¼ 0.98, t(1848)¼ 2.83, P¼ 0.005 and B¼ 3.67,
SE¼ 1.32, t(1854)¼ 3.40, P¼ 0.001, respectively. We also

conducted secondary linear regressions examining the
2- and 3-Back levels individually (n¼ 2659 and n¼ 2624,
respectively). Sex, COMT and their interactions did not
predict 2-Back false alarms, even after including the
covariates. Examining 3-Back false alarms, there was a
significant interaction between sex and the quadratic effect
of COMT, B¼ 4.08, SE¼ 1.87, t(2618)¼ 2.18, P¼ 0.03. Post-hoc

Table 1 Demographics and Other Covariates by Genotype

Val/Val Val/Met Met/Met F test or v2 Total

Gender

Male 317 (43.5%) 601 (42.4%) 289 (44.6%) w2(2, 2790)¼ 0.91, P¼ 0.64 1207 (43.2%)

Female 411 (56.5%) 816 (57.6%) 359 (55.4%) 1586 (56.8%)

FSIQ 109.4 (15.5) 108.4 (15.2) 108.5 (15.6) F(2, 2498)¼ 1.29, P¼ 0.28 108.7 (155.4)

Mother’s education

CSE 68 (9.8%) 120 (9.0%) 51 (8.4%) w2(8, 2623)¼ 2.63, P¼ 0.96 239 (9.1%)

Vocational 48 (6.9%) 86 (6.4%) 45 (7.4%) 179 (6.8%)

O level 228 (33.0%) 463 (34.7%) 211 (34.8%) 902 (34.3%)

A level 197 (28.5%) 389 (29.1%) 166 (27.4%) 752 (28.6%)

Degree 150 (21.7%) 277 (20.7%) 133 (21.9%) 560 (21.3%)

Home ownership

Mortgage/owned 593 (86.1%) 1160 (87.3%) 534 (87.5%) w2(6, 2621)¼ 4.73, P¼ 0.58 2287 (87.0%)

Private rental 32 (4.6%) 45 (3.4%) 28 (4.6%) 105 (4.0%)

Subsidized rental 43 (6.2%) 83 (6.2%) 36 (5.9%) 162 (6.2%)

Other 21 (2.6%) 41 (3.1%) 12 (2.0%) 74 (2.8%)

No. of cigarettes in life

None 338 (51.9%) 642 (51.0%) 282 (49.1%) w2(10, 2474)¼ 7.78, P¼ 0.65 1262 (50.8%)

o5 68 (10.4%) 127 (10.1%) 62 (10.8%) 257 (10.3%)

5–19 60 (9.2%) 135 (10.7%) 62 (10.8%) 257 (10.3%)

20–49 49 (7.5%) 78 (6.2%) 36 (6.3%) 163 (6.6%)

50–99 29 (4.5%) 66 (5.2%) 20 (3.5%) 115 (4.6%)

100þ 107 (16.4%) 212 (16.8%) 112 (19.5%) 431 (17.3%)

Recent smoking

Never 338 (51.9%) 642 (51.0%) 282 (49.1%) w2(4, 2480)¼ 2.01, P¼ 0.73 1262 (50.8%)

Not in last 30 days 151 (23.2%) 298 (23.7%) 131 (22.8%) 580 (23.3%)

In last 30 days 162 (24.9%) 320 (25.4%) 161 (28.0%) 643 (25.9%)

Alcohol use frequency

Never 47 (7%) 74 (6%) 34 (6%) w2(6, 2480)¼ 4.82, P¼ 0.57 155 (6%)

Monthly or less 141 (22%) 322 (26%) 139 (24%) 602 (24%)

2–4� per month 304 (47%) 572 (46%) 267 (46%) 1143 (46%)

42� per week 161 (25%) 289 (23%) 136 (24%) 586 (24%)

Binge frequency

Never 120 (18%) 245 (20%) 98 (17%) w2(6, 2480)¼ 4.55, P¼ 0.81 463 (19%)

Once or twice 144 (22%) 280 (22%) 119 (21%) 543 (22%)

Less than monthly 138 (21%) 260 (21%) 128 (22%) 526 (21%)

Monthly 160 (25%) 320 (25%) 159 (28%) 639 (26%)

Weekly 91 (14%) 153 (12%) 72 (13%) 316 (13%)

Abbreviations: CSE, Certificate of Secondary Education; FISQ, full-scale IQ.
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t-tests determined that the only significant differences
between genotypes were that Val/Val males performed
significantly better than Val/Met males, t(871)¼ 2.51,
P¼ 0.01, but not Met/Met males. Performance of all
genotypes was similar for females. This interaction
did not conform either to our linear prediction (Met/Met
better), or to a biologically plausible quadratic effect (Val/
Met better) and was no longer significant once covariates
were included, B¼ 3.37, SE¼ 2.04, t(1940)¼ 1.66, P¼ 0.10.
Thus this seems likely to represent a spurious finding.

Discrimination

We next conducted the repeated-measures analysis of the
effects of sex, COMT, and N-Back level on d’ (n¼ 2490).

Means and standard deviations by sex and genotype are
available in Supplementary Table 3. d’ was normally
distributed. As shown in Table 4, d’ was lower at the 3-
Back (M¼ 0.95, SD¼ 0.93) than 2-Back (M¼ 1.05,
SD¼ 1.17), for a significant effect of N-Back, but COMT
did not predict d’. Performance was better in men than
women, but COMT and Sex did not interact. Total variance
in d’ explained by COMT was around 0.6% (R2¼ 0.006).
Including the covariates reduced the number of cases
available for analysis (n¼ 1874), and did not change the
primary results for sex, COMT, or their interactions. Of
the covariates, increased FSIQ uniquely predicted better
d’ performance, B¼ 0.008, SE¼ 0.001, t(1848)¼ 6.49,
Po0.001, and binge drinking predicted worse performance,
particularly binge drinking at least monthly, B¼ � 0.20,

Table 2 Heirarchical Linear Regression Analysis of the Effect of Sex, COMT and N-Back Level on N-Back Hits (% correct). The Main Effect
of Sex, Linear Effect of COMT and Quadratic Effect of COMT were Entered in Block 1, and the Interactions Between Sex and COMT were
Added in Block 2. We took a Repeated-measures Approach, First Predicting the Average of the 2-Back and 3-Back Levels (Yielding the Main
Effects of Sex and COMT), Then Difference Between the 2-Back and 3-Back Levels (Yielding the Interactions Between N-Back, Sex and
COMT)

Dependent variable Predictor B (SE) F (omnibus effect) or t-test P-value

Hits average

Block 1

Sex � 1.03 (0.75) t(2486)¼ 1.37 0.17

COMT F(2, 2486)¼ 1.06 0.35

Linear planned comparison � 0.47 (1.07) t(2486)¼ 0.44 0.66

Quadratic planned comparison � 1.36 (1.00) t(2486)¼ 1.37 0.17

Block 2

Sex � 0.78 (0.80) t(2484)¼ 0.97 0.33

COMT F(2, 2484)¼ 0.41 0.41

Linear planned comparison � 0.48 (1.07) t(2484)¼ 0.45 0.66

Quadratic planned comparison � 1.24 (1.00) t(2484)¼ 1.24 0.22

Sex � COMT F(2, 2484)¼ 0.48 0.62

Linear planned comparison � 0.41 (2.15) t(2484)¼ 0.19 0.85

Quadratic planned comparison � 1.94 (2.01) t(2484)¼ 0.97 0.33

Hits difference

Block 1

N-Back 16.20 (0.56) t(2486)¼ 28.76 o0.001

Sex � N-Back 0.20 (1.06) t(2486)¼ 0.19 0.85

COMT � N-Back F(2, 2486)¼ 0.68 0.51

Linear planned comparison � 0.91 (1.51) t(2486)¼ 0.60 0.55

Quadratic planned comparison 1.45 (1.41) t(2486)¼ 1.03 0.31

Block 2

N-Back 16.20 (0.56) t(2484)¼ 28.75 o0.001

Sex � N-Back 0.34 (1.13) t(2484)¼ 0.30 0.76

COMT � N-Back F(2, 2484)¼ 0.72 0.49

Linear planned comparison � 0.94 (1.52) t(2484)¼ 0.62 0.54

Quadratic planned comparison 1.50 (1.42) t(2484)¼ 1.06 0.29

Sex � COMT � N-Back F(2, 2484)¼ 0.09 0.92

Linear planned comparison 0.75 (3.03) t(2484)¼ 0.25 0.81

Quadratic planned comparison 0.97 (2.84) t(2484)¼ 0.34 0.73

Abbreviation: COMT, catechol-O-ethyltransferase.
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SE¼ 0.07, t(1848)¼ � 2.68, P¼ 0.007. We also conducted
secondary linear regressions examining the 2- and 3-Back
levels individually (n¼ 2659 and n¼ 2624, respectively).
Sex, COMT and their interactions did not predict either
2- or 3-Back d’ when these levels were considered
individually. Inclusion of the covariates did not alter these
results.

Reaction Time (RT)

We next conducted the repeated-measures analysis of the
effects of sex, COMT, and N-Back level on reaction time
(n¼ 2490). Means and standard deviations by sex and
genotype are available in Supplementary Table 4. Median
RT was right skewed, but transforming RT for normality

did not alter the results. Thus, the results are reported in the
original metric for ease of interpretation. As shown in
Table 5, RT was slower at the 3-Back (M¼ 715.42,
SD¼ 265.98) than 2-Back (M¼ 685.21, SD¼ 208.02), for a
significant effect of N-Back, but COMT did not predict RT.
There was an interaction between sex and N-Back level,
such that RT in men slowed more from the 2-back to the 3-
Back condition than women did. COMT and sex did not
interact. Total variance in RT explained by COMT was
around 0.6% (R2¼ 0.006). Including the covariates reduced
the number of cases available for analysis (n¼ 1874), and
did not change the primary results for sex, COMT, or their
interactions. Of the covariates, increased FSIQ uniquely
predicted slightly slower reaction time, B¼ 1.01, SE¼ 0.34,
t(1848)¼ 2.95, P¼ 0.003, any alcohol use (greater than

Table 3 Hierarchical Linear Regression Analysis of the Effect of Sex, COMT and N-Back Level on N-Back False Alarms. The Main Effect of
Sex, Linear Effect of COMT and Quadratic Effect of COMT were Entered in Block 1, and the Interactions Between Sex and COMT Were
Added in Block 2. We Took a Repeated-measures Approach, First Predicting the Average of the 2-Back and 3-Back Levels (Yielding the
Main Effects of Sex and COMT), Then Difference Between the 2-Back and 3-Back Levels (Yielding the Interactions Between N-Back, Sex,
and COMT)

Dependent variable Predictor B (SE) F (omnibus effect) or t-test P-value

False alarms average

Block 1

Sex 2.29 (0.71) t(2486)¼ 3.24 o0.001

COMT F(2, 2486)¼ 0.14 0.87

Linear planned comparison � 0.54 (1.01) t(2486)¼ 0.54 0.59

Quadratic planned comparison 0.01 (0.94) t(2486)¼ 0.01 0.99

Block 2

Sex 1.92 (0.75) t(2484)¼ 2.55 0.01

COMT F(2, 2484)¼ 0.22 0.81

Linear planned comparison � 0.62 (1.01) t(2484)¼ 0.61 0.54

Quadratic planned comparison � 0.20 (0.95) t(2484)¼ 0.21 0.84

Sex � COMT F(2, 2484)¼ 1.66 0.19

Linear planned comparison 1.38 (2.02) t(2484)¼ 0.68 0.50

Quadratic planned comparison 3.14 (1.89) t(2484)¼ 1.66 0.10

False alarms difference

Block 1

N-Back � 1.28 (0.40) t(2486)¼ � 3.26 0.001

Sex � N-Back 0.60 (0.74) t(2486)¼ 0.82 0.42

COMT � N-Back F(2, 2486)¼ 0.61 0.54

Linear planned comparison 0.41 (1.05) t(2486)¼ 0.39 0.70

Quadratic planned comparison � 1.03 (0.98) t(2486)¼ 1.05 0.29

Block 2

N-Back � 1.29 (0.39) t(2484)¼ 3.27 0.001

Sex � N-Back 0.75 (0.79) t(2484)¼ 0.96 0.34

COMT � N-Back F(2, 2484)¼ 0.54 0.58

Linear planned comparison 0.49 (1.06) t(2484)¼ 0.47 0.64

Quadratic planned comparison � 0.94 (0.99) t(2484)¼ 0.95 0.34

Sex � COMT � N-Back F(2, 2484)¼ 0.51 0.60

Linear planned comparison � 1.52 (2.11) t(2484)¼ 0.72 0.47

Quadratic planned comparison � 1.33 (1.98) t(2484)¼ 0.67 0.50

Abbreviation: COMT, catechol-O-ethyltransferase.
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never) also predicted slower reaction times. We also
conducted secondary linear regressions examining the 2-
and 3-Back levels individually (n¼ 2659 and n¼ 2624,
respectively). Sex, COMT and their interactions did not predict
either 2- or 3-Back RT when these levels were considered
individually. Inclusion of the covariates did not alter these
results.

DISCUSSION

Contrary to our hypotheses, the Val158Met polymorphism
in COMT was not associated with hits, false positives, d’, or
reaction time on the N-Back task in this large sample of
18-year-olds. There was also no moderation of the effects of

COMT by sex on any of the measures. Our sample was much
larger than previous studies, and thus had more power to
detect a true effect. After controlling for the participants’
mother’s education, home-ownership, smoking status,
recent smoking, and IQ, there were no differences in
performance on any of the outcome measures for the three
genotypic groups. The findings suggest that COMT geno-
type is not related to working memory performance using
the N-Back task in young adults. This lack of association
was somewhat surprising in light of the previous association
reported in this same sample between COMT genotype and
working memory performance on a different working
memory task at 10 years of age, and positive reports with
the N-Back in previous smaller samples of healthy normal
adults.

Table 4 Hierarchical Linear Regression Analysis of the Effect of Sex, COMT and N-Back Level on N-Back Discriminability (d’). The Main
Effect of Sex, Linear Effect of COMT and Quadratic Effect of COMT Were Entered in Block 1, and the Interactions Between Sex and COMT
Were Added in Block 2. We Took a Repeated-measures Approach, First Predicting the Average of the 2-Back and 3-Back Levels (Yielding
the Main Effects of Sex and COMT), Then Difference Between the 2-Back and 3-Back Levels (Yielding the Interactions Between N-Back, Sex
and COMT)

Dependent variable Predictor B (SE) F (omnibus effects) or t-test P-value

d’ average

Block 1

Sex � 0.11 (0.03) t(2486)¼ 3.36 0.001

COMT F(2, 2486)¼ 0.74 0.48

Linear planned comparison 0.06 (0.05) t(2486)¼ 1.19 0.24

Quadratic planned comparison 0.01 (0.04) t(2486)¼ 0.20 0.84

Block 2

Sex � 0.10 (0.04) t(2484)¼ 2.98 0.003

COMT F(2, 2484)¼ 0.88 0.42

Linear planned comparison 0.06 (0.05) t(2484)¼ 1.28 0.20

Quadratic planned comparison 0.01 (0.04) t(2484)¼ 0.29 0.77

Sex � COMT F(2, 2484)¼ 0.71 0.49

Linear planned comparison � 0.09 (0.09) t(2484)¼ 0.92 0.36

Quadratic planned comparison � 0.06 (0.09) t(2484)¼ 0.71 0.48

d’ difference

Block 1

N-Back 0.09 (0.03) t(2486)¼ 3.00 0.003

Sex � N-Back � 0.01 (0.06) t(2486)¼ 0.14 0.89

COMT � N-Back F(2, 2486)¼ 2.27 0.10

Linear planned comparison 0.11 (0.08) t(2486)¼ 1.43 0.15

Quadratic planned comparison 0.11 (0.07) t(2486)¼ 1.51 0.13

Block 2

N-Back 0.09 (0.03) t(2484)¼ 2.99 0.003

Sex � N-Back 0.002 (0.06) t(2484)¼ 0.04 0.97

COMT � N-Back F(2, 2484)¼ 2.39 0.09

Linear planned comparison 0.12 (0.08) t(2484)¼ 1.47 0.14

Quadratic planned comparison 0.11 (0.07) t(2484)¼ 1.55 0.12

Sex � COMT � N-Back F(2, 2484)¼ 0.19 0.83

Linear planned comparison � 0.08 (0.16) t(2484)¼ 0.48 0.63

Quadratic planned comparison � 0.05 (0.15) t(2484)¼ 0.36 0.72

Abbreviations: COMT, catechol-O-ethyltransferase; d’, discriminability.
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Regarding the discrepancy between our current findings
and the positive association in this same sample in
childhood, there are several possible explanations. First, it
may be that the relationship between COMT and working
memory changes with age. Basal DA levels alter throughout
development, which would place the effect of COMT against
a different dopaminergic ‘background’ (Weickert et al,
2007), and COMT activity also changes during development,
increasing up until adolescence (Tunbridge et al, 2007). One
previous study has suggested differential effects of COMT
on brain activation during the N-Back in children vs adults,
but this study found a greater ‘advantage’ of COMT
(measured in this case as more focused brain activity
during the working memory task) in adults (Dumontheil
et al, 2011), which would not be consistent with our lack of
effect in adults. Second, COMT effects might not be

behaviorally evident in adulthood because individuals learn
compensatory strategies. In this case, differences between
genotypes may only be detectable using techniques such as
fMRI that measure neural differences in how individuals
perform tasks, rather in performance of the task itself.
Indeed, the imaging literature suggests more consistent
differences in brain activation between genotypes in adults,
rather than behavioral differences (Caldu et al, 2007; Egan
et al, 2001; Meyer-Lindenberg et al, 2005; Meyer-
Lindenberg et al, 2006). A recent study examining several
neurocognitive tasks (including working memory) and
brain imaging concluded that there were differences in
brain activation between COMT genotypes, perhaps in-
dicating recruitment of different strategies, but no behav-
ioral differences (Dennis et al, 2010). This interpretation
would be consistent with our findings. Third, it may be that

Table 5 Hierarchical Linear Regression Analysis of the Effect of Sex, COMT and N-Back Level on N-Back Reaction Time (RT). The Main
Effect of Sex, Linear Effect of COMT and Quadratic Effect of COMT were Entered in Block 1, and the Interactions Between Sex and COMT
Were Added in Block 2. We Took a Repeated-measures Approach, First Predicting the Average of the 2-Back and 3-Back Levels (Yielding
the Main Effects of Sex and COMT), Then Difference Between the 2-Back and 3-Back Levels (Yielding the Interactions Between N-Back, Sex
and COMT)

Dependent variable Predictor B (SE) F (omnibus effects) or t-test P-value

RT average

Block 1

Sex � 3.48 (8.55) t(2486)¼ 0.42 0.67

COMT F(2, 2486)¼ 0.29 0.75

Linear planned comparison � 4.05 (12.14) t(2486)¼ 0.33 0.74

Quadratic planned comparison � 7.58 (11.33) t(2486)¼ 0.67 0.50

Block 2

Sex � 5.51 (9.06) t(2484)¼ 0.61 0.54

COMT F(2, 2484)¼ 0.44 0.65

Linear planned comparison � 5.68 (12.19) t(2484)¼ 0.47 0.64

Quadratic planned comparison � 8.97 (11.42) t(2484)¼ 0.79 0.43

Sex � COMT F(2, 2484)¼ 1.30 0.27

Linear planned comparison 32.17 (24.39) t(2484)¼ 1.32 0.19

Quadratic planned comparison 19.81 (22.84) t(2484)¼ 0.87 0.39

RT difference

Block 1

N-Back 33.54 (4.37) t(2486)¼ 7.67 o0.001

Sex � N-Back � 36.92 (8.74) t(2486)¼ 4.22 o0.001

COMT � N-Back F(2, 2486)¼ 0.03 0.97

Linear planned comparison 0.88 (12.41) t(2486)¼ 0.07 0.94

Quadratic planned comparison 2.86 (11.59) t(2486)¼ 0.25 0.81

Block 2

N-Back 33.25 (4.64) t(2484)¼ 7.17 o0.001

Sex � N-Back � 37.73 (9.27) t(2484)¼ 4.07 o0.001

COMT � N-Back F(2, 2484)¼ 0.02 0.98

Linear planned comparison � 0.82 (12.47) t(2484)¼ 0.07 0.95

Quadratic planned comparison 2.05 (11.68) t(2484)¼ 0.18 0.86

Sex � COMT � N-Back F(2, 2484)¼ 1.09 0.34

Linear planned comparison 34.59 (24.94) t(2484)¼ 1.39 0.17

Quadratic planned comparison 10.24 (23.36) t(2484)¼ 0.44 0.66

Abbreviations: COMT, catechol-O-ethyltransferase; RT, reaction time.
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certain working memory tasks are more sensitive to COMT
effects than others. It has been suggested that PFC circuitry
is particularly important to information manipulation
rather than information storage (Bruder et al, 2005). If the
counting span task used in the childhood evaluation is more
‘manipulation-heavy’ while the current N-Back task is more
‘storage-heavy’ that could explain the lack of a COMT effect
in the adult assessment. Finally, it is always possible that the
previous results represented Type I error.
Regarding the discrepancy between our results and

previous findings in other samples of adults, some of the
same possibilities apply. First, our sample is at the younger
end of the age range considered ‘adult’ that has been studied
in previous investigations. As noted above, both basal DA
and COMT activity alter with age. In one study, COMT
effects on delay discounting (a form of impulsivity) were
more pronounced in adulthood (defined in that investiga-
tion as over the age of 22) than they were in late adolescence
(defined as ages 18–21; Smith and Boettiger, 2012),
supporting the possibility that this cohort is still too young
for reliable COMT effects to emerge. However, in the
(Dumontheil et al, 2011) study noted in the previous
paragraph, which examined age-related changes in COMT
influences on brain activity during working memory, an
advantage for the Met/Met genotype emerged as early as
10 years of age. Thus, more systematic study of age-related
effects of COMT on working memory performance appears
warranted. Second, there are two common variants of the
N-Back task in use, the version used here, which requires a
yes/no match for each stimulus, and a version that requires
the participant to indicate the exact number that was
presented N numbers ago. It has been argued that the yes/
no version utilized here is more heavily dependent on
storage, while the continuous response version requires
more information manipulation, which may be more
sensitive to COMT variation (Goldman et al, 2009).
However, there has been no systematic examination of the
differences between these N-Back variants in terms of
difficulty or sensitivity to COMT effects, and the more
‘manipulation heavy’ version has also produced negative
results in a fairly large (n¼ 291) sample (Blanchard et al,
2011). Third, it may be that COMT effects are only evident
in combination with other genotypes, or against a
psychiatric disease background. Several studies have
suggested the importance of a COMT haplotype, or of
interactions with other genes that collectively determine
dopaminergic tone (Meyer-Lindenberg et al, 2006; Wishart
et al, 2011). Indeed, although there was a main effect of
COMT in the childhood assessment, a COMT-related
haplotype also emerged as a significant predictor (Barnett
et al, 2009). COMT effects may be more evident in the
presence of a psychiatric disease background, as COMT
effects on working memory may be more consistent in
schizophrenic samples than in healthy normal adults
(Wirgenes et al, 2010), although c.f. (Barnett et al, 2011).
Finally, there is the possibility that previous positive results
with COMT and the N-Back in adults represented Type I
error.
These findings should be considered in the context of

the following limitations. First, the N-Back is often
administered using a ‘0-Back’ attentional task, in which
participants simply respond to each number as it appears.

Due to time constraints we were not able to administer
this type of task, and thus we are limited in our ability
to distinguish poor attentional performance from poor
working memory performance. However, analysis of
the 2-Back and 3-Back conditions in isolation is not
unusual in this literature (eg, Mattay et al, 2003;
Bruder et al, 2005; Barnett et al, 2008; Stefanis et al,
2004). Second, because the N-Back has only been adminis-
tered at one time point in this study thus far, we are not able
to address questions raised about the relationship of COMT
to working memory across development. Third, although
we attempted to control for a number of covariates, there
are other possible confounding variables we were not able
to examine in this sample, including educational attain-
ment, and clinician-verified diagnoses of psychiatric
disorder.
In conclusion, the current results constitute the largest

assessment of COMT and working memory performance in
healthy normal adults reported to date, and suggest no
important impact of COMT genotype on behavioral working
memory performance in healthy young adults. In this study
we were powered to detect anything over 0.7% variance in
the phenotype with 95% power, yet we saw no significant
differences. This is in line with both the previous meta-
analysis of COMT and N-Back performance (Barnett et al,
2008, 2011), and with other recent large-scale studies of
COMT and working memory (Blanchard et al, 2011; Dennis
et al, 2010). This suggests that COMT has no impact on
working memory performance as measured by the N-Back,
or at least not one that is measurable without prohibitively
large sample sizes or perhaps under conditions of additional
challenge to the DA system, such as nicotine withdrawal or
compromised DA functioning in schizophrenia. It is also
possible that COMT has an effect on working memory, but
that the N-Back test as typically given is not an adequate
measure for assessing behavioral effects of COMT. It may be
that other assessment methods are needed to detect COMT
effects on cognition in healthy adults.
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Barnett J, Scoriels L, Munafò MR (2011). Erratum. Biol Psychiatry
69: 389.

Barnett JH, Heron J, Goldman D, Jones PB, Xu K (2009). Effects of
catechol-O-methyltransferase on normal variation in the cogni-
tive function of children. Am J Psychiatry 166: 909.

Barnett JH, Heron J, Ring SM, Golding J, Goldman D, Xu K et al
(2007). Gender-specific effects of the catechol-O-methyltransfer-
ase Val108/158Met polymorphism on cognitive function in
children. Am J Psychiatry 164: 142–149.

Blanchard MM, Chamberlain SR, Roiser J, Robbins TW, Müller U
(2011). Effects of two dopamine-modulating genes (DAT1 9/10
and COMT Val/Met) on n-back working memory performance in
healthy volunteers. Psychol Med 41: 611–618.

Bruder GE, Keilp JG, Xu H, Shikhman M, Schori E, Gorman JM
et al (2005). Catechol-O-methyltransferase (COMT) genotypes
and working memory: associations with differing cognitive
operations. Biol Psychiatry 58: 901–907.

Caldu X, Vendrell P, Bartres-Faz D, Clemente I, Bargallo N, Jurado
MA et al (2007). Impact of the COMT Val108/158Met and DAT
genotypes on prefrontal function in healthy subjects. Neuro-
image 37: 1437–1444.

Canivez GL, Watkins MW (1998). Long-term stability of the
Wechsler Intelligence Scale for Children, Third Edition.
Psychological Assessment 10: 285–291.

Chen J, Lipska BK, Halim N, Ma QD, Matsumoto M, Melhem S et al
(2004). Functional analysis of genetic variation in catechol-O-
methyltransferase (COMT): Effects on mRNA, protein, and
enzyme activity in postmortem human brain. Am J Hum Genet
75: 807–821.

Cohen J, Cohen P, West SG, Aiken LS (2003). Applied Multiple
Regression/Correlation Analysis For The Behavioral Sciences. 3rd
ed. Mahwah, NJ; Lawrence Erlbaum Associates Publishers,
xxviii, 703pp.

Cools R, D’Esposito M (2011). Inverted-U-shaped dopamine
actions on human working memory and cognitive control. Biol
Psychiatry 69: e113–e125.

Dennis NA, Need AC, LaBar KS, Waters-Metenier S, Cirulli ET,
Kragel J et al (2010). COMT Val108/158Met genotype affects
neural but not cognitive processing in healthy individuals. Cereb
Cortex 20: 672–683.

Dumontheil I, Roggeman C, Ziermans T, Peyrard-Janvid M,
Matsson H, Kere J et al (2011). Influence of the COMT genotype
on working memory and brain activity changes during devel-
opment. Biol Psychiatry 70: 222–229.

Egan MF, Goldberg TE, Kolachana BS, Callicott JH, Mazzanti CM,
Straub RE et al (2001). Effect of COMT Val108/158Met genotype
on frontal lobe function and risk for schizophrenia. Proc Natl
Acad Sci USA 98: 6917.

Gogos JA, Morgan M, Luine V, Santha M, Ogawa S, Pfaff D et al
(1998). Catechol-O-methyltransferase-deficient mice exhibit
sexually dimorphic changes in catecholamine levels and
behavior. Proc Natl Acad Sci USA 95: 9991–9996.

Goldberg TE, Egan MF, Gscheidle T, Coppola R, Weickert T,
Kolachana B et al (2003). Executive subprocesses in working
memory: relationship to catechol-O-methyltransferase Val158-
Met genotype and schizophrenia. Arch Gen Psychiatry 60:
889–896.

Golding J, Pembrey M, Jones RW. The Alspac Study Team (2001).
ALSPAC–The Avon Longitudinal Study of Parents and Children.
Paediatr Perinat Epidemiol 15: 74–87.

Goldman D, Weinberger DR, Malhotra AK, Goldberg TE (2009).
The role of COMT Val158Met in cognition. Biol Psychiatry 65:
e1–e2.

Goldman-Rakic PS, Muly Iii EC, Williams GV (2000). D1 receptors
in prefrontal cells and circuits. Brain Res Rev 31: 295–301.

Goodman A, Heiervang E, Collishaw S, Goodman R (2011). The
"DAWBA bands" as an ordered-categorical measure of child mental
health: description and validation in British and Norwegian
samples. Soc Psychiatry Psychiatr Epidemiol 46: 521–532.

Gosso MF, de Geus EJC, TJC Polderman, Boomsma DI, Heutink P,
Posthuma D (2008). Catechol-O-methyl transferase and dopa-
mine D2 receptor gene polymorphisms: evidence of positive
heterosis and gene-gene interaction on working memory
functioning. Eur J Hum Genet 16: 1075–1082.

Jones RW, Ring S, Tyfield L, Hamvas R, Simmons H, Pembrey M
et al (2000). A new human genetic resource: a DNA bank
established as part of the Avon longitudinal study of pregnancy
and childhood (ALSPAC). Eur J Hum Genet 8: 653–660.

Judd CM, McClelland GH, Ryan CS (2009). Data Analysis: A Model
Comparison Approach. 2nd ed.Routledge/Taylor & Francis
Group: New York, NY, xii, 328pp.

Loughead J, Wileyto EP, Valdez JN, Sanborn P, Tang K, Strasser
AA et al (2008). Effect of abstinence challenge on brain function
and cognition in smokers differs by COMT genotype. Mol
Psychiatry 14: 820–826.

Mattay VS, Goldberg TE, Fera F, Hariri AR, Tessitore A, Egan MF
et al (2003). Catechol-O-methyltransferase Val158Met genotype
and individual variation in the brain response to amphetamine.
Proc Natl Acad Sci USA 100: 6186–6191.

McNicol D (1972). A Primer Of Signal Detection Theory. George
Allen & Unwin: London.

Meyer-Lindenberg A, Kohn P, Kolachana B, Kippenhan S,
McInerney-Leo A, Nussbaum R et al (2005). Midbrain dopamine
and prefrontal function in humans: interaction and modulation
by COMT genotype. Nat Neurosci 8: 594–596.

Meyer-Lindenberg A, Nichols T, Callicott JH, Ding J, Kolachana B,
Buckholtz J et al (2006). Impact of complex genetic variation in
COMT on human brain function. Mol Psychiatry 11: 867–877.

Robbins TW, Arnsten AFT (2009). The neuropsychopharmacology
of fronto-executive function: Monoaminergic modulation. Annu
Rev Neurosci 32: 267–287.

Seamans JK, Yang CR (2004). The principal features and
mechanisms of dopamine modulation in the prefrontal cortex.
Prog Neurobiol 74: 1–58.

Smith C, Boettiger C (2012). Age modulates the effect of COMT
genotype on delay discounting behavior. Psychopharmacology
(Berl) 222: 609–617.

Stefanis NC, Os JV, Avramopoulos D, Smyrnis N, Evdokimidis I,
Hantoumi I et al (2004). Variation in catechol-O-methyltrans-
ferase Val158Met genotype associated with schizotypy but not
cognition: A population study in 543 young men. Biol Psychiatry
56: 510–515.

Tunbridge E, Weickert C, Kleinman J, Herman M, Chen J,
Kolachana B et al (2007). Catechol-O-methyltransferase enzyme
activity and protein expression in human prefrontal cortex
across the postnatal lifespan. Cereb Cortex 17: 1206–1212.

Tunbridge EM, Harrison PJ, Weinberger DR (2006). Catechol-O-
methyltransferase, cognition, and psychosis: Val158Met and
beyond. Biol Psychiatry 60: 141–151.

Weickert CS, Webster MJ, Gondipalli P, Rothmond D, Fatula RJ,
Herman MM et al (2007). Postnatal alterations in dopa-
minergic markers in the human prefrontal cortex. Neuroscience
144: 1109–1119.

Wirgenes KV, Djurovic S, Sundet K, Agartz I, Mattingsdal M,
Athanasiu L et al (2010). Catechol O-methyltransferase variants
and cognitive performance in schizophrenia and bipolar
disorder versus controls. Schizophr Res 122: 31–37.

Wishart HA, Roth RM, Saykin AJ, Rhodes CH, Tsongalis GJ, Pattin
KA et al (2011). COMT Val158Met genotype and individual
differences in executive function in healthy adults. J Int
Neuropsychol Soc 17: 174–180.

COMT genotype and working memory
MC Wardle et al

1262

Neuropsychopharmacology



Zhang H, Kranzler H, Poling J, Gelernter J (2010). Variation in the
nicotinic acetylcholine receptor gene cluster CHRNA5-CHRNA3-
CHRNB4 and its interaction with recent tobacco use influence
cognitive flexibility. Neuropsychopharmacology 35: 2211–2224.

This work is licensed under a Creative Commons
Attribution-NonCommercial-NoDerivs 3.0 Un-

ported License. To view a copy of this license, visit http://
creativecommons.org/licenses/by-nc-nd/3.0/

Supplementary Information accompanies the paper on the Neuropsychopharmacology website (http://www.nature.com/npp)

COMT genotype and working memory
MC Wardle et al

1263

Neuropsychopharmacology

http://creativecommons.org/licenses/by-nc-nd/3.0/
http://creativecommons.org/licenses/by-nc-nd/3.0/
http://www.nature.com/npp

	Lack of Association Between COMT and Working Memory in a Population-Based Cohort of Healthy Young Adults
	INTRODUCTION
	MATERIALS AND METHODS
	Sample
	Measures
	N-Back
	Genotyping
	Covariates

	Analyses

	RESULTS
	Hits
	False Alarms
	Discrimination
	Reaction Time (RT)

	DISCUSSION
	Acknowledgements
	Note
	References




