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            Abstract
Molecular barcode arrays allow the analysis of thousands of biological samples in parallel through the use of unique 20-base-pair (bp) DNA tags. Here we present a new barcode array, which is unique among microarrays in that it includes at least five replicates of every tag feature. The use of smaller dispersed replicate features dramatically improves performance versus a single larger feature and allows the correction of previously undetectable hybridization defects.
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                    Figure 1: Description of the competitive growth assay.[image: ]


Figure 2: Ability to resolve known TAG ratios.[image: ]


Figure 3: Utilization of feature replicates to detect and mask array defects.[image: ]
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