







    Skip to main content




    
        
        Thank you for visiting nature.com. You are using a browser version with limited support for CSS. To obtain
            the best experience, we recommend you use a more up to date browser (or turn off compatibility mode in
            Internet Explorer). In the meantime, to ensure continued support, we are displaying the site without styles
            and JavaScript.


    




    

    
            

            
                
                    Advertisement

                    
        
            
    
        
            
                [image: Advertisement]
        

    


        
    
                

            
        

    
        
            
                
                    
                    
                    
                        
                        
                            
                                
                                [image: Nature Methods]
                            
                        
                    
                    

                    
                    	
                            
                                View all journals
                            
                        
	
                            
                                Search
                            
                        
	
                            
                                Log in
                            
                        


                

            

        

        
            
                
                    
                        	
                                    
                                        Explore content
                                    
                                
	
                                    
                                        About the journal
                                    
                                
	
                                        
                                            Publish with us
                                        
                                    
	
                                    
                                        Subscribe
                                    
                                


                        	
                                    
                                        Sign up for alerts
                                    
                                
	
                                    
                                            RSS feed
                                    
                                


                    

                

            

        
    


    
    
        
            
                	nature



	nature methods

	brief communications

	
                                    article


    
        
        
            
            
                
                    	Brief Communication
	Published: 01 January 2013



                    Quality-filtering vastly improves diversity estimates from Illumina amplicon sequencing

                    	Nicholas A Bokulich1,2,3, 
	Sathish Subramanian4, 
	Jeremiah J Faith4, 
	Dirk Gevers5, 
	Jeffrey I Gordon4, 
	Rob Knight6,7, 
	David A Mills1,2,3 & 
	â€¦
	J Gregory Caporaso8,9Â 

Show authors

                    

                    
                        
    Nature Methods

                        volumeÂ 10,Â pages 57â€“59 (2013)Cite this article
                    

                    
        
            	
                        26k Accesses

                    
	
                        2698 Citations

                    
	
                            35 Altmetric

                        
	
                    Metrics details

                


        

    
                    
                

                
    
        Subjects

        	Bioinformatics
	Microbial ecology
	Next-generation sequencing


    


                
    
    

    
    

                
            


        
            Abstract
High-throughput sequencing has revolutionized microbial ecology, but read quality remains a considerable barrier to accurate taxonomy assignment and Î±-diversity assessment for microbial communities. We demonstrate that high-quality read length and abundance are the primary factors differentiating correct from erroneous reads produced by Illumina GAIIx, HiSeq and MiSeq instruments. We present guidelines for user-defined quality-filtering strategies, enabling efficient extraction of high-quality data and facilitating interpretation of Illumina sequencing results.
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Figure 2: The Î± and Î² diversity comparisons of mock community reads filtered using select phred_quality_score (q) settings (data set 1).[image: ]
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