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                To the Editor:
Whole-genome expression profiling has created a revolution in the way we study disease and basic biology. Since 1997, the number of published results based on an analysis of gene expression microarray data has grown from 30 to over 5,000 publications per year. Sophisticated mathematical methods have been developed for use in patient diagnosis and prognosis, identification of new drug targets and understanding biological mechanisms. However, these tools are often out of the direct reach of the biomedical researchers who can so critically benefit from them because they can be difficult to understand and use correctly. This challenge is even more relevant in the context of 'integrative' approaches, where a multitude of data sources and methods are combined in the analysis of a single problem.


                
                
                    
                        This is a preview of subscription content, access via your institution

                    

                    
                        
     
    
        
            
                Relevant articles

                
                    Open Access articles citing this article.

                    	
                                
                                    
                                        Prognostic model revealing pyroptosis-related signatures in oral squamous cell carcinoma based on bioinformatics analysis
                                    
                                


                                
                                    	Lu Qi
	 & Zhangui Tang


                                

                                
                                    Scientific Reports
                                    Open Access
                                    14 March 2024
                                

                            
	
                                
                                    
                                        Candidate biomarkers for treatment benefit from sunitinib in patients with advanced renal cell carcinoma using mass spectrometry-based (phospho)proteomics
                                    
                                


                                
                                    	Hanneke van der Wijngaart
	, Robin Beekhof
	 … Mariette Labots


                                

                                
                                    Clinical Proteomics
                                    Open Access
                                    08 November 2023
                                

                            
	
                                
                                    
                                        Integrative multi-omic sequencing reveals the MMTV-Myc mouse model mimics human breast cancer heterogeneity
                                    
                                


                                
                                    	Carson D. Broeker
	, Mylena M. O. Ortiz
	 … Eran R. Andrechek


                                

                                
                                    Breast Cancer Research
                                    Open Access
                                    07 October 2023
                                

                            


                

            

        
    

                    
                

                

                Access options

                


                
                    
                        
                            

    
        
            
                
                Access through your institution
            
        

        
    



                        

                        

    
        
        

        
        
            
                
                Access through your institution
            
        

        
            
                Change institution
            
        

        
        
            
                Buy or subscribe
            
        

        
    



                    
                

                
    
    Subscribe to this journal
Receive 12 print issues and online access
$209.00 per year
only $17.42 per issue

Learn more


Rent or buy this article
Prices vary by article type
from$1.95
to$39.95
Learn more


Prices may be subject to local taxes which are calculated during checkout



  

    
    
        
    Additional access options:

    	
            Log in
        
	
            Learn about institutional subscriptions
        
	
            Read our FAQs
        
	
            Contact customer support
        



    

                
                    Figure 1: GenePattern pipelines.[image: ]



                


                
            

            
                References
	Golub, T.R. et al. Science 286, 531â€“537 (1999).
ArticleÂ 
    CASÂ 
    
                    Google ScholarÂ 
                

	Gentleman, R. Stat. Appl. Genet. Mol. Biol. [online] 4, 2 (2005) &lt;http://www.bepress.com/sagmb/vol4/iss1/art2&gt;.
ArticleÂ 
    
                    Google ScholarÂ 
                


Download references




Author information
Authors and Affiliations
	Broad Institute of MIT and Harvard, 7 Cambridge Center, Cambridge, 02142, Massachusetts, USA
Michael Reich,Â Ted Liefeld,Â Joshua Gould,Â Jim Lerner,Â Pablo TamayoÂ &Â Jill P Mesirov


Authors	Michael ReichView author publications
You can also search for this author in
                        PubMedÂ Google Scholar



	Ted LiefeldView author publications
You can also search for this author in
                        PubMedÂ Google Scholar



	Joshua GouldView author publications
You can also search for this author in
                        PubMedÂ Google Scholar



	Jim LernerView author publications
You can also search for this author in
                        PubMedÂ Google Scholar



	Pablo TamayoView author publications
You can also search for this author in
                        PubMedÂ Google Scholar



	Jill P MesirovView author publications
You can also search for this author in
                        PubMedÂ Google Scholar







Supplementary information

Supplementary Figure 1
GenePattern functional architecture. (PDF 553 kb)


Supplementary Figure 2
GenePattern software architecture. (PDF 633 kb)


Supplementary Table 1
Microarray analysis software comparison. (PDF 24 kb)


Supplementary Table 2
Contents of the GenePattern module repository. (PDF 12 kb)


Supplementary Note (PDF 73 kb)

Supplementary Tutorial (PDF 2854 kb)




Rights and permissions
Reprints and permissions


About this article
Cite this article
Reich, M., Liefeld, T., Gould, J. et al. GenePattern 2.0.
                    Nat Genet 38, 500â€“501 (2006). https://doi.org/10.1038/ng0506-500
Download citation
	Issue Date: 01 May 2006

	DOI: https://doi.org/10.1038/ng0506-500


Share this article
Anyone you share the following link with will be able to read this content:
Get shareable linkSorry, a shareable link is not currently available for this article.


Copy to clipboard

                            Provided by the Springer Nature SharedIt content-sharing initiative
                        








            


            
        
            
                This article is cited by

                
                    	
                            
                                
                                    
                                        Prognostic model revealing pyroptosis-related signatures in oral squamous cell carcinoma based on bioinformatics analysis
                                    
                                

                            
                                
                                    	Lu Qi
	Zhangui Tang


                                
                                Scientific Reports (2024)

                            
	
                            
                                
                                    
                                        Integrative analyses reveal outcome-associated and targetable molecular partnerships between TP53, BRD4, TNFRSF10B, and CDKN1A in diffuse large B-cell lymphoma
                                    
                                

                            
                                
                                    	Aidan L. Forberg
	Jordan Unrau
	Keenan T. Hartert


                                
                                Annals of Hematology (2024)

                            
	
                            
                                
                                    
                                        Combining a machine-learning derived 4-lncRNA signature with AFP and TNM stages in predicting early recurrence of hepatocellular carcinoma
                                    
                                

                            
                                
                                    	Yi Fu
	Anfeng Si
	Hailong Wu


                                
                                BMC Genomics (2023)

                            
	
                            
                                
                                    
                                        Mechanisms of metabolic stress induced cell death of human oligodendrocytes: relevance for progressive multiple sclerosis
                                    
                                

                            
                                
                                    	Milton Guilherme Forestieri Fernandes
	Abdulshakour Mohammadnia
	Jack P. Antel


                                
                                Acta Neuropathologica Communications (2023)

                            
	
                            
                                
                                    
                                        Integrative analysis of TP53 mutations in lung adenocarcinoma for immunotherapies and prognosis
                                    
                                

                            
                                
                                    	He Li
	Lei Yang
	Dongchang Wang


                                
                                BMC Bioinformatics (2023)

                            


                

            

        
    

            
        





    
        

        
            
                

    
        
            
                
                Access through your institution
            
        

        
            
                
                    Buy or subscribe
                
            

        
    



            

            
                

    
        
        

        
        
            
                
                Access through your institution
            
        

        
            
                Change institution
            
        

        
        
            
                Buy or subscribe
            
        

        
    



            

        
    


    

    
    

    
        
            
                
                    
                        
                            Advertisement

                            
    
        
            
                [image: Advertisement]
        

    


                        

                    

                

            

            

            

        

    






    
        
            
                Explore content

                	
                                
                                    Research articles
                                
                            
	
                                
                                    Reviews & Analysis
                                
                            
	
                                
                                    News & Comment
                                
                            
	
                                
                                    Current issue
                                
                            
	
                                
                                    Collections
                                
                            


                	
                            Follow us on Facebook
                            
                        
	
                            Follow us on Twitter
                            
                        
	
                            
                                Subscribe
                            
                        
	
                            Sign up for alerts
                            
                        
	
                            
                                RSS feed
                            
                        


            

        
    
    
        
            
                
                    About the journal

                    	
                                
                                    Aims & Scope
                                
                            
	
                                
                                    Journal Information
                                
                            
	
                                
                                    Journal Metrics
                                
                            
	
                                
                                    Our publishing models
                                
                            
	
                                
                                    Editorial Values Statement
                                
                            
	
                                
                                    Editorial Policies
                                
                            
	
                                
                                    Content Types
                                
                            
	
                                
                                    About the Editors
                                
                            
	
                                
                                    Web Feeds
                                
                            
	
                                
                                    Posters
                                
                            
	
                                
                                    Contact
                                
                            
	
                                
                                    Research Cross-Journal Editorial Team
                                
                            
	
                                
                                    Reviews Cross-Journal Editorial Team
                                
                            


                

            
        

        
            
                
                    Publish with us

                    	
                                
                                    Submission Guidelines
                                
                            
	
                                
                                    For Reviewers
                                
                            
	
                                
                                    Language editing services
                                
                            
	
                                Submit manuscript
                                
                            


                

            
        
    



    
        Search

        
            Search articles by subject, keyword or author
            
                
                    
                

                
                    
                        Show results from
                        All journals
This journal


                    

                    
                        Search
                    

                


            

        


        
            
                Advanced search
            
        


        Quick links

        	Explore articles by subject
	Find a job
	Guide to authors
	Editorial policies


    





        
    
        
            

            
                
                    Nature Genetics (Nat Genet)
                
                
    
    
        ISSN 1546-1718 (online)
    
    


                
    
    
        ISSN 1061-4036 (print)
    
    

            

        

    




    
        
    nature.com sitemap

    
        
            
                About Nature Portfolio

                	About us
	Press releases
	Press office
	Contact us


            


            
                Discover content

                	Journals A-Z
	Articles by subject
	Protocol Exchange
	Nature Index


            


            
                Publishing policies

                	Nature portfolio policies
	Open access


            


            
                Author & Researcher services

                	Reprints & permissions
	Research data
	Language editing
	Scientific editing
	Nature Masterclasses
	Research Solutions


            


            
                Libraries & institutions

                	Librarian service & tools
	Librarian portal
	Open research
	Recommend to library


            


            
                Advertising & partnerships

                	Advertising
	Partnerships & Services
	Media kits
                    
	Branded
                        content


            


            
                Professional development

                	Nature Careers
	Nature 
                        Conferences


            


            
                Regional websites

                	Nature Africa
	Nature China
	Nature India
	Nature Italy
	Nature Japan
	Nature Korea
	Nature Middle East


            


        

    

    
        	Privacy
                Policy
	Use
                of cookies
	
                Your privacy choices/Manage cookies
                
            
	Legal
                notice
	Accessibility
                statement
	Terms & Conditions
	Your US state privacy rights


    





        
    
        [image: Springer Nature]
    
    © 2024 Springer Nature Limited




    

    
    
    







    

    



    
    

        

    
        
            


Close
    



        

            
                
                    [image: Nature Briefing]
                    Sign up for the Nature Briefing newsletter â€” what matters in science, free to your inbox daily.

                

                
                    
                        
                        

                        
                        
                        
                        

                        Email address

                        
                            
                            
                            
                            Sign up
                        


                        
                            
                            I agree my information will be processed in accordance with the Nature and Springer Nature Limited Privacy Policy.
                        

                    

                

            


        


    

    
    

        

    
        
            

Close
    



        
            Get the most important science stories of the day, free in your inbox.
            Sign up for Nature Briefing
            
        


    









    [image: ]







[image: ]
