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In Supplementary Data 3 of this Article, one of the Staphylococcus aureus accession codes is incorrect, as follows:

SRR2101499 should be ERR1197981.

This work is licensed under a Creative Commons Attribution 4.0 International License. The images or other third party material in this article are included in the
article’s Creative Commons license, unless indicated otherwise in the credit line; if the material is not included under the Creative Commons license, users will need

to obtain permission from the license holder to reproduce the material. To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/

DOI: 10.1038/ncomms11465 OPEN

NATURE COMMUNICATIONS | 7:11465 |DOI: 10.1038/ncomms11465 | www.nature.com/naturecommunications 1

http://dx.doi.org/10.1038/ncomms10063
http://creativecommons.org/licenses/by/4.0/
http://www.nature.com/naturecommunications

	Corrigendum: Rapid antibiotic-resistance predictions from genome sequence data for Staphylococcus aureus and Mycobacterium tuberculosis



