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                T-cell acute lymphoblastic leukemia (T-ALL) is an aggressive hematological malignancy of immature developing precursor T-cells and can be classified into different molecular genetic subgroups based on the aberrant activation of particular transcription factor oncogenes. In addition, these distinct molecular entities display specific gene expression signatures and can be linked to certain stages of T-cell development.1, 2, 3, 4 Most genetic subtypes of human T-ALL are named after the transcription factor oncogene that is predominantly altered in these hematological tumors, that is, TAL/LMO, TLX1 (HOX11), TLX3 (HOX11L2) or HOXA. However, immature T-ALLs, which generally lack a unifying molecular genetic alteration, are also considered as a separate T-ALL entity with putative clinical relevance.
Long noncoding RNAs (lncRNAs) are a novel class of untranslated RNAs that are at least 200 nucleotides in size and are implicated in a wide variety of cellular functions and specific developmental processes. Notably, recent studies have shown that lncRNAs can drive tumor development5, 6 and, in the context of T-ALL, it has been described that NOTCH1 regulates the expression of several lncRNAs.7, 8 One interesting example is LUNAR1, which enhances the expression of IGF1R, leading to sustained IGF1 signaling.8 Thus far, lncRNAs remained unexplored as genetic markers for distinct T-ALL subtypes.
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