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less familiar that I found novel and stimulating. The broad
topic area would ensure that most readers would find some-
thing new. In addition to the intrinsic interest of the systems
covered, the chapters illustrate the uses and limitations of a
variety of methods to examine nucleic acids and their
complexes at different structural levels. Examples include
quantitation of DNA distortion by gel retardation analysis,
described in detail for Fos and Jun complexes, and hydroxyl
radical footprinting and the missing nucleoside experiment
described for TFIIIA complexes. Like many specialized
scientific books, it is a little expensive but probably less so

than going to a conference in which all these topics were

discussed. Indeed, the book is rather like attending a series of

lectures at a good conference with the advantage of having a

permanent record of the proceedings together with appro-
priate references.
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Corrigendum

PIEPHO, H. P. (1994) Missing observations in the analysis
of stability. Heredity, 72,141-145.

In my recent paper, two procedures were suggested for
estimating stability from wunbalanced data. For
computing the variance of Grubbs-type estimates, the
covariance of the variances V2_, and V2_, is needed.
There is an error in the numerator of the covariance
formula given in the paper. The correct formula should
read
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where n,, is the number of environments in which
genotypes s, 7, and ¢ were grown together.

I am grateful to Dr J. L. Jaech (Safestat, Inc.) for

bringing this error to my attention.
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