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Correction to: European Journal of Human Genetics (2003);

doi:10.1038/sj.ejhg.5201091; Published online 15 October

2003.

The author names and affiliations were published incor-

rectly; the correct version is as follows:
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In the Materials and methods; Genotyping section; a

sentence was published incorrectly, the correct text is as

follows:

‘For fine mapping, an additional set of 34 markers,

spanning a 40 cM chromosomal region from 2q24 to 2q33,

was used (Figure 2) (www.marshfieldclinic.org).’
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