
FIG. 4 Comparison of the structures of Ca2 +-free, myristoylated recov
erin (left, derived from NMR) with that of single-Ca2 +-bound unmyristoyl
ated recoverin (right, derived from X-ray2 0 ) . Both structures are shown 
as space-filling models. The colour coding is the same as in Fig. 1 
except that residues 2 and 3 are in pink and the Ca2 + ion is in orange. 
The C-terminal domains of the two forms were aligned to show the 
45° rotation of the N-terminal domains. In the Ca2+ -free structure, the 
hydrophobic residues involved in the domain interface are: Leu 9 and 
lie 13 (helix A), Tyr 32 (helix B), His 68, Val 69 and Phe 73 (helix D), 
Val 87, lie 88, Ala 89 and His 91 (helix E), Met 92 (linker between hel
ices E and F), Trp 104, Ala 105, Leu 108 and Tyr 109 (helix F), lie 125, 
Ala 128, lie 129 and Met 132 (helix G), and lie 186 (helix K). In the 
single-Ca2+-bound structure, the domain interface consists of Phe 57 
and Ala 60 (linker between helices C and D), Ala 64, Tyr 65, His 68 and 
Val 69 (helix D), Phe 73 (between helices D and E), Met 92 (helix E), 
Trp 104 and Leu 108 (helix F), Val 111 (between helices F and G), 
lie 125, Ala 128 and lie 129 (helix G), Met 132 (linker between helices 
G and H), and Pro 190 (C terminus). The helices of the crystal structure 
are named starting from the N terminus. The figure was generated using 
MIDAS3 2 • 
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DuE to a computer mounting error the same four figure parts 
in Fig. 2C (c, f, g, and h) were inadvertently submitted. 
The correct Fig. 2C is shown. In the legend to Fig. 2C where it 
reads ' . . . polyclonal antibody to hCG ... ' it should read 
' ... polyclonal antibody to purified hCG receptors . .. ' . 
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